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SEQUENCE LISTING 

<110> Jean-Philippe Girard 
Myriam Roussigne 
Francois Amalric 



<12 0> CHEMOKINE -BINDING PROTEIN AND METHODS OF 
USE 



<130> BIOBANK,009CP1 



<140> Unknown 
<141> 2003-06-19 

<150> 10/317,832 
<151> 2002-12-10 

<150> 60/341,997 
<151> 2001-12-18 



<160> 292 



<170> FastSEQ for Windows Version 4.0 



<210> 1 
<211> 74 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> THAP domain consensus 



<221> UNSURE' 

<222> 2-5, 7-21, 23-31, 33-49, 51-52, 55-73 
<22 3> Xaa = any of the twenty amino acids 



<400> 1 

Cys Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

15 10 15 

Xaa Xaa Xaa Xaa Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Trp 

20 25 30 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

35 40 45 

Xaa Cys Xaa Xaa His Phe Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

50 55 60 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Pro 
65 70 



<210> 2 
<211> 81 
<212> PRT 

<213> Artificial Sequence 
<220> 



1 



<223> THAP domain consensus 



<221> UNSURE 

<222> 3-4, 6-9, 11-21, 24, 27-35, 37-41, 43-53, 56, 59-62, 64-71, 
74-75, 80 

<223> Xaa = any of the twenty amino acids 
<400> 2 

Met Pro Xaa Xaa Cys Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa 

15 10 15 

Xaa Xaa Xaa Xaa Xaa Phe His Xaa Phe Pro Xaa Xaa Xaa Xaa Xaa Xaa 

20 25 30 

Xaa Xaa Xaa Trp Xaa Xaa Xaa Xaa Xaa Arg Xaa Xaa Xaa Xaa Xaa Xaa 

35 40 45 

Xaa Xaa Xaa Xaa Xaa Cys Ser Xaa His Phe Xaa Xaa Xaa Xaa Phe Xaa 

50 55 60 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Leu Lys Xaa Xaa Ala Val Pro Thr Xaa 
65 70 75 80 

Phe 



<210> 3 
<211> 213 
<212> PRT 

<213> Homo sapiens 



<400> 3 



Met 


Val 


Gin 


Ser 


Cys 


Ser 


Ala 


Tyr Gly Cys 


Lys 


Asn 


Arg 


Tyr 


Asp 


Lys 


1 








5 










10 










15 




Asp 


Lys 


Pro 


Val 


Ser 


Phe 


His 


Lys 


Phe 


Pro 


Leu 


Thr 


Arg 


Pro 


Ser 


Leu 




20 










25 










30 






Cys 


Lys 


Glu 


Trp 


Glu 


Ala 


Ala 


Val 


Arg Arg 


Lys 


Asn 


Phe 


Lys 


Pro 


Thr 






35 










40 










45 








Lys 


Tyr 


Ser 


Ser 


He 


Cys 


Ser 


Glu 


His 


Phe 


Thr 


Pro 


Asp 


Cys 


Phe 


Lys 


50 










55 










60 










Arg 


Glu 


Cys 


Asn 


Asn 


Lys 


Leu 


Leu 


Lys 


Glu 


Asn 


Ala 


Val 


Pro 


Thr 


He 


65 










70 










75 










80 


Phe 


Leu 


Cys 


Thr 


Glu 


Pro 


His 


Asp 


Lys 


Lys 


Glu Asp 


Leu 


Leu 


Glu 


Pro 








85 










90 










95 




Gin 


Glu 


Gin 


Leu 
100 


Pro 


Pro 


Pro 


Pro 


Leu 
105 


Pro 


Pro 


Pro 


Val 


Ser 
110 


Gin 


Val 


Asp 


Ala 


Ala 


He 


Gly Leu 


Leu 


Met 


Pro 


Pro 


Leu 


Gin 


Thr 


Pro 


Val 


Asn 






115 










120 










125 








Leu 


Ser 


Val 


Phe 


Cys 


Asp 


His 


Asn Tyr 


Thr 


Val 


Glu 


Asp 


Thr 


Met 


His 




130 










135 










140 










Gin 


Arg 


Lys 


Arg 


He 


His 


Gin 


Leu 


Glu 


Gin 


Gin 


Val 


Glu 


Lys 


Leu 


Arg 


145 










150 










155 










160 


Lys 


Lys 


Leu 


Lys 


Thr Ala Gin Gin Arg Cys Arg Arg Gin Glu Arg 


Gin 






165 










170 










175 




Leu 


Glu 


Lys 


Leu 
180 


Lys 


Glu 


Val 


Val 


His 

185 


Phe 


Gin 


Lys 


Glu 


Lys 
190 


Asp 


Asp 


Val 


Ser 


Glu 


Arg 


Gly- Tyr 


Val 


He 


Leu 


Pro 


Asn 


Asp 


Tyr 


Phe 


Glu 


He 






195 










200 










205 








Val 


Glu 
210 


Val 


Pro 


Ala 

























2 



<210> 4 
<211> 228 
<212> PRT 

<213> Homo sapiens 



<400> 4 



Met Pro 


Thr 


Asn 


Cys 


Ala 


Ala 


Ala Gly Cys Ala 


Thr Thr Tyr Asn Lys 


1 






5 








10 








15 




His lie 


Asn 


He 


Ser 


Phe 


His 


Arg 


Phe Pro Leu 


Asp 


Pro 


Lys 


Arg 


Arg 






20 










25 






30 






Lys Glu 


Trp 


Val 


Arg 


Leu 


Val 


Arg Arg Lys Asn 


Phe 


Val 


Pro 


Gly Lys 




35 










40 






45 








His Thr 


Phe 


Leu 


Cys 


Ser Lys 


His 


Phe Glu Ala 


Ser 


Cys 


Phe 






50 










55 
















Thr Gly 


Gin 


Thr 


Arg 


Arg 


Leu 


Lys Met Asp Ala 


Val 

V CLX 


Pro 


Thr 


He 


Phe 


65 








70 






75 










80 


Asp Phe 


Cys 


Thr 


His 


He 


Lys 


Ser 


Met Lys Leu 


JJ is 


Ser 


Arg 


Asn 


Leu 








85 








90 








95 




Leu Lys 


Lys 


Asn 


Asn 


Ser 


Cys 


Ser Pro Ala Gly 


Pro 


Ser 


Asn 


Leu 


Lys 






100 










105 






110 






Ser Asn 


He 


Ser 


Ser 


Gin 


Gin 


Val 


Leu Leu Glu 


His 


Ser Tyr 


Ala 


Phe 




115 










120 






125 








Arg Asn 


Pro 


Met 


Glu 


Ala 


Lys 


Lys 


Arg He He 


Lys 


Leu 


Glu 


Lys 


Glu 


130 










135 






140 










He Ala 


Ser 


Leu 


Arg 


Arg 


Lys 


Met 


Lys Thr Cys 


Leu 


Gin 


Lys 


Glu 


Arg 


145 








150 






155 










160 


Arg Ala 


Thr 


Arg 


Arg 


Trp 


He 


Lys 


Ala Thr Cys 


Leu 


Val 


Lys 


Asn 


Leu 








165 








170 








175 




Glu Ala 


Asn 


Ser 


Val 


Leu 


Pro 


Lys 


Gly Thr Ser 


Glu 


His 


Met 


Leu 


Pro 






180 










185 






190 






Thr Ala 


Leu 


Ser 


Ser 


Leu 


Pro 


Leu 


Glu Asp Phe 


Lys 


He 


Leu 


Glu 


Gin 




195 










200 






205 








Asp Gin 


Gin 


Asp 


Lys 


Thr 


Leu 


Leu 


Ser Leu Asn 


Leu 


Lys 


Gin 


Thr 


Lys 



210 215 220 



Ser Thr Phe He 
225 



<210> 5 
<211> 239 
<212> PRT 

<213> Homo sapiens 



<400> 5 



Met 


Pro 


Lys 


Ser 


Cys 


Ala 


Ala 


Arg Gin Cys 


Cys 


Asn 


Arg Tyr 


Ser 


Ser 


1 








5 










10 








15 




Arg Arg 


Lys 


Gin 


Leu 


Thr 


Phe 


His 


Arg 


Phe 


Pro 


Phe 


Ser Arg 


Pro 


Glu 








20 










25 








30 






Leu 


Leu 


Lys 


Glu 


Trp 


Val 


Leu 


Asn 


He 


Gly Arg 


Gly Asn Phe 


Lys 


Pro 






35 










40 










45 






Lys 


Gin 


His 


Thr 


Val 


He 


Cys 


Ser 


Glu 


His 


Phe 


Arg 


Pro Glu 


Cys 


Phe 


50 










55 










60 








Ser 


Ala 


Phe 


Gly 


Asn 


Arg 


Lys 


Asn 


Leu 


Lys 


His 


Asn 


Ala Val 


Pro 


Thr 


65 










70 










75 








80 


Val 


Phe 


Ala 


Phe 


Gin 
85 


Asp 


Pro 


Thr 


Gin 


Gin 
90 


Val 


Arg 


Glu Asn 


Thr 
95 


Asp 



3 



Pro Ala Ser Glu 
100 

Leu Pro Glu Ala 

115 

Thr Ala Leu Glu 
130 

Lys Gin Val Ser 
145 

Pro Thr Gly Pro 

Asp His Ser Tyr 
180 

Phe Leu Thr Leu 
195 

Gin Arg Leu Val 
210 

Gly His Gin Gly 
225 



Arg 


Gly Asn Ala 


Gly 


Ala Gly Glu 




120 


Glu 


Leu Gin Leu 




135 


Pro 


Arg Arg Pro 




150 


Ala 


vjiy i-ieu Arg 


165 




Ala 


Leu Leu Asp 


Lys 


Glu Asn Glu 




200 


Met 


Arg Arg Met 




215 


Leu 


Gin Ala Arg 




230 



Ser Ser Ser Gin 
105 

Asp Ser Pro Gly 

Pro Pro Asn Ala 
140 

Gin Ala Thr Glu 
155 

Arg Thr Pro Asn 
170 

Leu Asp Ser Leu 
185 

Lys Leu Arg Lys 

Ser Ser Arg Leu 
220 

Leu Gly Pro Glu 
235 



Lys Glu Lys Val 
110 

Arg Asn Met Asp 

125 

Glu Gly His Val 

Ala Val Gly Arg 
160 

Lys Gin Pro Ser 
175 

Lys Lys Lys Leu 
190 

Arg Leu Gin Ala 
205 

Arg Ala Cys Lys 
Gin Gin Ser 



<210> 6 
<211> 577 
<212> PRT 

<213> Homo sapiens 



<400> 6 



Met 


Val 


He 


Cys 


Cys 


Ala Ala Val Asn 


Cys 


Ser 


Asn 


Arg 


Gin 


Gly Lys 


1 








5 




10 










15 


Gly Glu 


Lys 


Arg 


Ala 


Val Ser Phe His 


Arg 


Phe 


Pro 


Leu 


Lys 


Asp Ser 








20 




25 










30 




Lys 


Arg 


Leu 


He 


Gin 


Trp Leu Lys Ala 


Val 


Gin 


Arg 


Asp 


Asn 


Trp Thr 






35 






40 








45 






Pro 


Thr 


Lys 


Tyr 


Ser 


Phe Leu Cys Ser 


Glu 


His 


Phe 


Thr 


Lys 


Asp Ser 




50 








55 






60 








Phe 


Ser 


Lys 


Arg 


Leu 


Glu Asp Gin His 


Arg 


Leu 


Leu 


Lys 


Pro 


Thr Ala 


65 










70 




75 








80 


Val 


Pro 


Ser 


He 


Phe 


His Leu Thr Glu 


Lys 


Lys 


Arg 


Gly 


Ala 


Gly Gly 










85 




90 










95 


His 


Gly 


Arg 


Thr 


Arg 


Arg Lys Asp Ala 


Ser 


Lys 


Ala 


Thr 


Gly 


Gly Val 








100 




105 










110 




Arg Gly 


His 


Ser 


Ser 


Ala Ala Thr Gly 


Arg Gly 


Ala 


Ala 


Gly 


Trp Ser 






115 






120 








125 






Pro 


Ser 


Ser 


Ser 


Gly 


Asn Pro Met Ala 


Lys 


Pro 


Glu 


Ser 


Arg 


Arg Leu 




130 








135 






140 








Lys 


Gin 


Ala 


Ala 


Leu 


Gin Gly Glu Ala 


Thr 


Pro 


Arg 


Ala 


Ala 


Gin Glu 


145 










150 




155 








160 


Ala 


Ala 


Ser 


Gin 


Glu 


Gin Ala Gin Gin 


Ala 


Leu 


Glu 


Arg 


Thr 


Pro Gly 










165 




170 










175 


Asp Gly 


Leu 


Ala 


Thr 


Met Val Ala Gly 


Ser 


Gin 


Gly 


Lys 


Ala 


Glu Ala 








180 




185 










190 




Ser 


Ala 


Thr 


Asp 


Ala 


Gly Asp Glu Ser 


Ala 


Thr 


Ser 


Ser 


He 


Glu Gly 






195 






200 








205 






Gly Val 


Thr 


Asp 


Lys 


Ser Gly He Ser 


Met 


Asp 


Asp 


Phe 


Thr 


Pro Pro 




210 








215 






220 








Gly 


Ser 


Gly 


Ala 


Cys 


Lys Phe He Gly 


Ser 


Leu 


His 


Ser 


Tyr 


Ser Phe 


225 










230 




235 








240 


Ser 


Ser 


Lys 


His 


Thr 


Arg Glu Arg Pro 


Ser 


Val 


Pro 


Arg 


Glu 


Pro He 



4 



Asp Arg Lys Arg 
260 

Ser Leu Gly Pro 

275 

Leu Thr Ala Thr 
290 

Ala Asp Val Thr 

305 

Ser Asp Ala Ser 

Gly Ala Cys Lys 
340 

Arg Gin Asn Lys 

.355 

Lys Asn Gly Glu 

370 

Ser Gin Val Arg 
385 

Ser Val Pro Tyr 

Lys Met Asn Pro 
420 

Leu Ser Asp Pro 

435 

Gin Tyr Leu Glu 
450 

Asn Phe Ser Phe 
465 

Arg Glu Cys Gly 

Phe Val Ser Ala 

500 

Val Asn Gly Gin 
515 

Ser Phe Ala Lys 
530 

Leu Asn Ser Glu 
545 

Thr Gin Pro Met 

Pro 



245 " 

Leu Lys Lys Asp 

Asp Lys Gly Leu 
280 

Pro Gin Lys Pro 
295 

Pro Lys Pro Ala 
310 

Pro Met Ser lie 
325 

Leu lie Asp Ser 

Ser Gin Val Cys 
360 

Leu Lys Ser Leu 

375 

Lys Leu Gin Glu 
390 

Pro Ser Ser Leu 
405 

Val Val Glu Pro 

Pro Gly Ala Gly 
440 

Glu Val His lie 
455 

Asn Ser Phe His 
470 

Phe lie Arg Leu 
4.85 

Gin Asn Thr Gly 

Glu Leu Cys lie 
520 

Glu Pro His Val 
535 

Gly Lys Leu Glu 
550 

Thr Gin His Leu 
565 



250 

Val Glu Pro Ser 
265 

Ala Gin Ser Pro 

Ser Gin Ser Pro 
300 

Thr Glu Ala Val 
315 

Asn Glu Val He 
330 

Leu His Ser Tyr 
345 

Cys Leu Arg Glu 

Arg Gin Arg Val 
380 

Lys Leu Asp Glu 
395 

Leu Ser Pro Ser 
410 

Leu Ser Trp Met 
425 

Thr Tyr Pro Thr 

Ser His Val Gly 
460 

Pro Asp Thr Arg 
475 

Lys Pro Asp Thr 
490 

Val Val Glu Val 

505 

Ala Ser His Ser 

Glu Gin He Thr 
540 

Gin Thr Val Ser 
555 

His Val Thr Tyr 
570 



255 

Cys Ser Gly Ser 
270 

Pro Ser Ser Ser 
285 

Ser Ala Pro Pro 

Gin Ser Glu His 

320 

Leu Ser Ala Ser 
335 

Cys Phe Ser Ser 
350 

Gin Val Glu Lys 
365 

Ser Arg Ser Asp 

Leu Arg Arg Val 
400 

Arg Glu Pro Pro 
415 

Leu Gly Thr Trp 
430 

Leu Gin Pro Phe 
445 

Gin Pro Met Leu 

Lys Pro Met His 
480 

Asn Lys Val Ala 
495 

Glu Glu Gly Glu 

510 

He Ala Arg He 
525 

Arg Lys Phe Arg 

Met Ala Thr Thr 
560 

Lys Lys Val Thr 
575 



<210> 7 
<211> 395 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Met Pro Arg Tyr Cys Ala Ala He Cys Cys Lys Asn Arg Arg Gly Arg 

15 10 15 

Asn Asn Lys Asp Arg Lys Leu Ser Phe Tyr Pro Phe Pro Leu His Asp 

20 25 30 

Lys Glu Arg Leu Glu Lys Trp Leu Lys Asn Met Lys Arg Asp Ser Trp 
35 40 45 



5 



Val Pro Ser Lys 
50 

Ser Leu Asp lie 

65 

Pro Thr lie Phe 

Lys Lys Lys Ser 
100 

Pro Lys Ala Lys 
115 

Asn lie Val Asn 

130 

Ser Ser Ser LeU 
145 

Asn Asn Met Leu 

Glu Ser Thr Leu 
180 

Phe His Thr Cys 

195 

Thr Ser Asn Ser 
210 

Leu Glu Val Thr 
225 

Ser Met Glu He 

lie Asn Gin Thr 

260 

Ala He Phe Val 
275 

He Ser Ala Gin 
290 

Asp Ser Leu Tyr 
305 

Glu His Ser Tyr 

Lys Val Ser Lys 
340 

Gin Gin Thr Leu 
355 

Leu Lys Gin Glu 
370 

Asn His Phe Thr 
385 



Tyr Gin Phe Leu 
55 

Arg Trp Gly He 

70 

Ser Leu Pro Glu 
85 

Gin Lys Lys Asn 

Ser Glu Glu Ser 
120 

Thr Asp Val Pro 

135 

Val Lys Pro Pro 
150 

Thr Leu Asn Leu 
165 

Glu Thr Ser Val 

Phe Glu Asn Leu 
200 

Glu Ser He His 
215 

Thr Ser His Leu 
230 

Lys Ser Ala Gin 
245 

Val Glu Glu Leu 

Pro Ala Glu Asn 
280 

Lys Glu Thr Thr 
295 

Lys Asp Val Asp 
310 

Cys Arg Gin Asp 

325 

Leu His Ser Lys 

Gly Arg Leu Lys 
360 

Asn Trp Leu Ser 
375 

Thr Tyr Glu Val 
390 



Cys Ser Asp His 
60 

Arg Tyr Leu Lys 
75 

Asp Asn Gin Gly 
90 

Leu Glu Asp Glu 
105 

Phe Val Leu Asn 

His Gin His Pro 
140 

Ala Pro Lys Thr 
155 

Val Lys Gin His 
170 

Asn Gin Asp Thr 
185 

Asn Ser Thr Thr 

Gin Ser Leu Glu 
220 

Ala Asn Pro Asn 
235 

Glu Asn Pro Phe 
250 

Asn Thr Asn Lys 

265 

Ser Lys Pro Ser 

Glu Met Glu Asp 
300 

Tyr Gly Thr Glu 
315 

He Asn Lys Glu 

330 

He Thr Leu Leu 
345 

Ser Leu Glu Ala 

Glu Glu Asn Val 
380 

Thr Met He 
395 



Phe Thr Pro Asp 

Gin Thr Ala Val 
80 

Lys Asp Pro Ser 
95 

Lys Glu Val Cys 
110 

Glu Thr Lys Lys 
125 

Glu Leu Leu His 

Gly Ser He Gin 
160 

Thr Gly Lys Pro 
175 

Gly Arg Gly Gly 
190 

He Thr Leu Thr 

205 

Thr Gin Glu Val 

Phe Thr Ser Asn 
240 

Leu Phe Ser Thr 
255 

Glu Ser Val He 
270 

Val Asn Ser Phe 
285 

Thr Asp He Glu 

Val Leu Gin He 
320 

His Leu Trp Gin 
335 

Glu Leu Lys Glu 
350 

Leu He Arg Gin 
365 

Lys He He Glu 



<210> 8 
<211> 222 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Val Lys Cys Cys Ser Ala He Gly Cys Ala Ser Arg Cys Leu Pro 

15 10 15 

Asn Ser Lys Leu Lys Gly Leu Thr Phe His Val Phe Pro Thr Asp Glu 

20 25 30 

Asn He Lys Arg Lys Trp Val Leu Ala Met Lys Arg Leu Asp Val Asn 



6 



35 

Ala Ala Gly He 
50 

His Phe Lys Lys 
65 

Lys Pro Gly Val 

Gly Lys Arg Glu 
' 100 

Val Pro Ala Thr 
115 

He Glu Glu Phe 
130 

Met Asp Ser Pro 
145 

Glu Leu Glu Asp 

Lys Arg Phe Gin 
180 

Glu Cys Leu He 
195 

Trp Asp Cys Cys 
210 



40 

Trp Glu Pro Lys 
55 

Thr Asp Phe Asp 
70 

He Pro Ser He 

85 

Lys Leu His Cys 

Asn Tyr Asn His 
120 

Gin Ser Gin Phe 
135 

Lys Lys Leu Lys 

150 

Thr Lys Glu Ser 
165 

Lys Ser Leu Arg 

Ser Gin Glu Thr 
200 

Gin Glu Ser He 
215 



Lys Gly Asp Val 
60 

Arg Ser Ala Pro 
75 

Phe Asp Ser Pro 

90 

Arg Lys Asn Phe 
105 

His Leu Val Gly 

He Phe Glu His 
140 

His Lys Leu Asp 
155 

Leu Arg Asn Val 
170 

Lys Thr He Arg 
185 

Ala Asn Arg Leu 

Glu Gin Asp Tyr 
220 



45 

Leu Cys Ser Arg 

Asn He Lys Leu 
80 

Tyr His Leu Gin 
95 

Thr Leu Lys Thr 
110 

Ala Ser Ser Cys 
125 

Ser Tyr Ser Val 

His Val He Gly 
160 

Leu Asp Arg Glu 
175 

Glu Leu Lys Asp 
190 

Asp Thr Phe Cys 
205 

He Ser 



<210> 9 

<211> 309 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Pro Arg His Cys Ser Ala Ala Gly Cys Cys Thr Arg Asp Thr Arg 

1 5 10 15 

Glu Thr Arg Asn Arg Gly He Ser Phe His Arg Leu Pro Lys Lys Asp 

20 25 30 

Asn Pro Arg Arg Gly Leu Trp Leu Ala Asn Cys Gin Arg Leu Asp Pro 

35 40 45 

Ser Gly Gin Gly Leu Trp Asp Pro Ala Ser Glu Tyr He Tyr Phe Cys 

50 55 60 

Ser Lys His Phe Glu Glu Asp Cys Phe Glu Leu Val Gly He Ser Gly 
65 70 75 80 

Tyr His Arg Leu Lys Glu Gly Ala Val Pro Thr He Phe Glu Ser Phe 

85 90 95 

Ser Lys Leu Arg Arg Thr Thr Lys Thr Lys Gly His Ser Tyr Pro Pro 

100 105 110 

Gly Pro Pro Glu Val Ser Arg Leu Arg Arg Cys Arg Lys Arg Cys Ser 

115 120 125 

Glu Gly Arg Gly Pro Thr Thr Pro Phe Ser Pro Pro Pro Pro Ala Asp 

130 135 140 

Val Thr Cys Phe Pro Val Glu Glu Ala Ser Ala Pro Ala Thr Leu Pro 
145 150 155 160 

Ala Ser Pro Ala Gly Arg Leu Glu Pro Gly Leu Ser Ser Pro Phe Ser 

165 170 175 

Asp Leu Leu Gly Pro Leu Gly Ala Gin Ala Asp Glu Ala Gly Cys Ser 

180 185 190 

Ala Gin Pro Ser Pro Glu Arg Gin Pro Ser Pro Leu Glu Pro Arg Pro 
195 200 205 



7 



Val 


Ser 


Pro 


Ser 


Ala 


Tyr 


Met 


Leu Arg 


Leu Pro Pro 


Pro Ala Gly Ala 




210 










215 




220 






Tyr 


He 


Gin 


Asn 


Glu 


His 


Ser 


Tyr Gin 


Val Gly Ser 


Ala 


Leu Leu Trp 


225 










230 






235 




240 


Lys 


Arg 


Arg 


Ala 


Glu 


Ala 


Ala 


Leu Asp 


Ala Leu Asp 


Lys 


Ala vjrxn Arg 






245 








250 




Z 3 3 


Gin 


Leu 


Gin 


Ala 


Cys Lys Arg Arg Glu Gin Arg Leu Arg 


Leu Arg Lieu 








260 








265 






270 


Thr 


Lys 


Leu 


Gin 


Gin 


Glu 


Arg 


Ala Arg 


Glu Lys Arg 


Ala 


Gin Ala Asp 




275 










280 




285 




Ala 


Arg 
290 


Gin 


Thr 


Leu 


Lys 


Glu 
295 


His Val 


Gin Asp Phe 
300 


Ala 


Met Gin Leu 


Ser 


Ser 


Ser 


Met 


Ala 














305 























<210> 10 

<211> 274 
<212> PRT 

<213> Homo sapiens 



<400> 10 
Met Pro Lys Tyr 
1 

Leu Gly Ala Asp 

20 

Asp Gly Pro Arg 
35 

Trp Val Pro Ser 
50' 

Ser Cys Phe Gin 
65 

Val Pro Ser He 

Thr Arg Ser Thr 
100 

Asn Thr Pro Leu 
115 

Arg Leu Val Val 
130 

Thr Met Leu Leu 

145 

Gin Pro Glu Val 

Leu Gly Ala Leu 
180 

Arg His Gin Ala 
195 

His Gly Glu Ser 
210 

Thr Thr Ala Gin 
225 

He Cys Gly Gly 

Pro Ala Thr Val 
260 

Ser Ala 



Cys Arg Ala Pro 
5 

Asn Arg Pro Val 

Leu Gin Ala Trp 
40 

Cys His Gin His 
55 

Trp Arg Trp Gly 
70 

Phe Ser Arg Gly 

85 

Gin Lys Pro Val 

Pro Gin Ser Pro 
120 

Leu Gly Pro Thr 
135 

Thr Pro Leu Ala 
150 

Pro Ala Gin Gin 
165 

Gin Arg Arg Val 

Gin Leu Gin Ala 
200 

Leu Leu Ala Arg 

215 

Thr Leu Gly Pro 
230 

Pro Asp He Ala 
245 

Asp Ala Lys Pro 



Asn Cys Ser Asn 
10 

Ser Phe Tyr Lys 
25 

Leu Gin His Met 

Leu Cys Ser Glu 
60 

Val Arg Tyr Leu 
75 

Pro Pro Ala Lys 
90 

Ser Pro Pro Pro 

105 

Ala He Pro Val 

Ser Gly Ser Pro 
140 

Pro Ala Pro Thr 
155 

Ala Gin Thr Gly 

170 

Arg Arg Leu Gin 
185 

Leu Glu Arg Leu 

Ala Arg Arg Gly 
220 

Glu Glu Ser Gin 

235 

Met Val Leu Ala 
250 

Glu Leu Leu Asp 
265 



Thr Ala Gly Arg 
15 

Phe Pro Leu Lys 
30 

Gly Cys Glu His 
45 

His Phe Thr Pro 

Arg Pro Asp Ala 
80 

Ser Gin Arg Arg 
95 

Pro Leu Gin Lys 

110 

Ser Gly Pro Val 
125 

Lys Thr Val Ala 

Pro Glu Arg Ser 
160 

Leu Gly Pro Val 
175 

Arg Cys Gin Glu 
190 

Ala Gin Gin Leu 
205 

Leu Gin Arg Leu 

Thr Phe Thr He 
240 

Gin Asp Pro Ala 
255 

Thr Arg He Pro 
270 



8 



<210> 11 
<211> 903 
<212> PRT 

<213> Homo sapiens 



<400> 11 
Met Thr Arg Ser 
1 

Leu Ser Arg Glu 
20 

lie Gin Arg Ser 

35 

Ser Lys Lys lie 
50 

His Phe Gin Glu 
65 

Lys Lys Gly Ala 

Val His Leu Lys 
100 

Pro Asp Asn Ser 
115 

Lys Thr Pro Leu 
130 

Met Leu Gin Val 
145 

Met lie Lys Lys 

Glu Lys Leu Leu 
180 

Ser Asp Phe Lys 
195 

Ser Ala Glu Met 
210 

Lys Val Tyr Asp 
225 

lie Leu Arg Thr 

Ser Asn lie Phe 
260 

Leu Tyr Gin Tyr 

275 

Gin Leu Gin Trp 
290 

Phe Gly Leu Gly 
305 

Thr Val Leu Leu 

Leu Gly Tyr Phe 

340 

Leu Leu Arg Leu 
355 

Leu Ala Val Thr 
370 



Cys Ser Ala Val 
5 

Arg Gly Leu Ser 

Lys Trp lie Arg 
40 

Trp lie Pro Gly 
55 

Ser Asp Phe Glu 
70 

Val Pro Ser Val 
85 

Gly Lys Ala Arg 

Gin Glu Val Ala 
120 

Thr He Gly Ala 
135 

Ser Lys Lys Arg 
150 

Arg Lys Gly Leu 
165 

Ser Glu Glu Thr 

Trp Glu Leu Tyr 
200 

Lys Gin Phe Ala 
215 

Tyr Val Arg Lys 
230 

Trp Leu Ser Lys 
245 

Ser Phe Leu Gin 

Cys Ser Leu Leu 
280 

Asp Pro Ser Ser 
295 

Lys Leu Asp Ala 
310 

Met Ala Val Gly 
325 

Phe Val Asn Arg 

Thr lie Gly Lys 
360 

Ser Asp Ala Thr 
375 



Gly Cys Ser Thr 
10 

Phe His Gin Phe 
25 

Ala Val Asn Arg 

Pro Gly Ala He 
60 

Ser Tyr Gly He 
75 

Ser Leu Tyr Lys 
90 

Gin Lys He Leu 
105 

Thr Glu Asp His 

Glu Lys Leu Ala 
14 0 

Leu He Ser Val 
155 

Arg Leu He Asp 

170 

Glu Cys Leu Leu 
185 

Asn Trp Arg Glu 

Cys Thr Leu Tyr 
220 

He Leu Lys Leu 

235 

Cys Gin Pro Ser 
250 

Arg Arg Val Glu 
265 

He Lys Ser He 

His Ser Leu Gin 

300 

Asp Glu Thr Pro 
315 

He Phe Gly His 
330 

Ala Ser Gly Tyr 
345 

Leu Ser Asp He 

Ala His Ser Val 
380 



Arg Asp Thr Val 
15 

Pro Thr Asp Thr 
30 

Val Asp Pro Arg 
45 

Leu Cys Ser Lys 

Arg Arg Lys Leu 
80 

He Pro Gin Gly 
95 

Lys Gin Pro Leu 
110 

Asn Tyr Ser Leu 
125 

Glu Val Gin Gin 

Lys Asn Tyr Arg 
160 

Ala Leu Val Glu 

175 

Arg Ala Gin Phe 
190 

Thr Asp Glu Tyr 
205 

Leu Cys Ser Ser 

Pro His Ser Ser 
240 

Pro Gly Phe Asn 
255 

Asn Gly Asp Gin 
270 

Pro Leu Lys Gin 
285 

Gly Phe Met Asp 

Leu Ala Ser Glu 
320 

Trp Arg Thr Pro 
335 

Leu Gin Ala Gin 
350 

Gly He Thr Val 

365 

Gin Met Ala Lys 



9 



Ala Leu Gly lie 
385 

His Pro Ser Ser 

His Leu Leu Arg 
420 

Gin Phe lie Asn 
435 

Ala Leu Glu Glu 
450 

Leu Ala Asn Leu 

465 

Leu Phe Ser Glu 

Asp Leu Pro Pro 
500 

Leu lie Asn Asn 
515 

Lys Gly Leu Lys 
530 

His Val Leu lie 
545 

Ser Asn Asn Gin 

Phe Leu Leu Asn 
580 

Phe Pro Lys Val 

595 

His Asp His Leu 
610 

Thr Ser Ser Ser 
625 

Leu Glu Thr Arg 

Ser lie Phe Asp 

660 

Thr Val Gin Arg 
675 

Glu Glu Gly He 
690 

Leu Leu Asp Leu 
705 

Tyr Val Ala Asn 

Thr Ala Leu Tyr 
740 

Leu Phe Val Lys 
755 

Cys Arg Val He 
770 

Met Ala He Phe 

785 

Gin Lys He Leu 

Val Asn Lys His 
820 

Val Lys Leu Leu 



His He Asp Gly 
390 

Ser Ser Gin Gin 
405 

Leu He Arg Asn 

Gly He Ala His 
440 

Gin Glu Leu Ser 
455 

Lys Asn His Val 

470 

Ser Val Ala Ser 
485 

Phe Gin Asn Cys 

Leu Phe Asp He 
520 

Gly Pro Leu Leu 

535 

Glu Ala Lys Thr 
550 

He He Lys Gly 
565 

Ala Glu Ser Leu 

Met Pro Phe Pro 

600 

Glu Leu Phe Leu 
615 

Pro Thr Cys Met 
630 

Tyr Lys Phe Gin 
645 

He Ser He Ala 

Gin Tyr Gly Val 
680 

Cys Gin Asp Trp 
695 

Ser Asp His Arg 
710 

Lys Leu Ser Ala 

725 

Ala Ser Asp Leu 

Lys Lys Asn Gly 
760 

Asn He Cys Glu 
775 

Glu Leu Val Ser 

790 

Cys Glu Leu Ser 
805 

Leu Phe Asp Gly 
Lys Asp He He 



Asp Asp Met Lys 
395 

He Ala Tyr Phe 
410 

Ala Phe Gin Asn 
425 

Trp Gin His Leu 

Asn Met Glu Arg 
460 

Leu Lys Val Asn 
475 

Ala Leu Glu Tyr 
490 

He Gly Thr He 
505 

Phe Asn Ser Arg 

Pro Glu Thr Tyr 
540 

He Phe Val Thr 
555 

Lys Gin Lys Leu 
570 

Lys Trp Leu Tyr 
585 

Tyr Leu Leu Thr 

Lys Met Leu Arg 
620 

Ala Phe Gin Lys 
635 

Asp Glu Val Phe 
650 

Arg Arg Lys Asp 
665 

Ser Val Thr Lys 

Ser His Cys Ser 
700 

Arg Asn Leu He 
715 

Leu Leu Thr Cys 

730 

Lys Ala Ser Lys 
745 

Leu His Phe Pro 

Arg Val Val Arg 
780 

Lys Gin Arg Glu 

795 

Gly His He Asp 
810 

Glu Val Cys Ala 
825 

He Cys Phe Leu 



Cys Thr Phe Gin 
400 

Phe Asp Ser Cys 
415 

Phe Gin Ser He 

430 

Val Glu Leu Val 
445 

He Pro Ser Thr 

Ser Ala Thr Gin 
480 

Leu Leu Ser Leu 

495 

His Phe Leu Arg 
510 

Asn Cys Tyr Gly 
525 

Ser Lys He Asn 

Leu Ser Asp Thr 
560 

Gly Phe Leu Gly 
575 

Gin Asn Tyr Val 
590 

Tyr Lys Phe Ser 
605 

Gin Val Leu Val 

Ala Tyr Tyr Asn 
640 

Leu Ser Lys Val 
655 

Leu Ala Leu Trp 
670 

Thr Val Phe His 

685 

Leu Ser Glu Ala 

Cys Tyr Ala Gly 
720 

Glu Asp Cys He 
735 

He Gly Ser Leu 

750 

Ser Glu Ser Leu 
765 

Thr His Ser Arg 

Leu Tyr Leu Gin 
800 

Leu Phe Val Asp 
815 

He Asn His Phe 
830 

Asn He Arg Ala 



10 



835 

Lys Asn Val Ala 
850 

Met Lys Thr Leu 
865 

Cys Ser Ser Phe 

Asn Asp Gly Tyr 
900 



840 

Gin Asn Pro Leu 
855 

Ser Arg Lys His 
870 

Ala Asn Thr Ser 

885 

Pro Phe Lys 



Lys His His Ser 
860 

Trp Ser Pro Val 
875 

Ser Lys Phe Arg 
890 



845 

Glu Arg Thr Asp 

Gin Asp Tyr Lys 
880 

His Leu Leu Ser 
895 



<210> 12 

<211> 257 

<212> PRT 

<213> Homo sapiens 



<400> 12 



Met 


Pro 


Ala Arg 


Cys 


Val 


Ala 


Ala His Cys Gly Asn 


Thr Thr Lys 


Ser 


1 






5 






10 


15 




Gly 


Lys 


Ser Leu 


Phe 


Arg 


Phe 


Pro Lys Asp Arg Ala 


Val Arg Leu 


Leu 






20 








25 


30 




Trp 


Asp 


Arg Phe 


Val 


Arg Gly 


Cys Arg Ala Asp Trp 


Tyr Gly Gly 


Asn 






35 








40 


45 




Asp 


Arg 


Ser Val 


He 


Cys 


Ser 


Asp His Phe Ala Pro 


Ala Cys Phe 


Asp 




50 








55 


60 






Val 


Ser 


Ser Val 


He 


Gin 


Lys 


Asn Leu Arg Phe Ser 


Gin Arg Leu 


Arg 


65 








70 




75 




80 


Leu 


Val 


Ala Gly 


Ala 


Val 


Pro 


Thr Leu His Arg Val 


Pro Ala Pro 


Ala 








85 






90 


95 




Pro 


Lys 


Arg Gly 


Glu Glu Gly 


Asp Gin Ala Gly Arg 


Leu Asp Thr 


Arg 






100 








105 


110 




Gly 


Glu 


Leu Gin 


Ala 


Ala 


Arg 


His Ser Glu Ala Ala 


Pro Gly Pro 


Val 






115 








120 


125 




Ser 


Cys 


Thr Arg 


Pro Arg 


Ala 


Gly Lys Gin Ala Ala 


Ala Ser Gin 


He 




130 








135 


140 






Thr 


Cys 


Glu Asn 


Glu 


Leu 


Val 


Gin Thr Gin Pro His 


Ala Asp Asn 


Pro 


145 








150 




155 




160 


Ser 


Asn 


Thr Val 


Thr 


Ser 


Val 


Pro Thr His Cys Glu 


Glu Gly Pro 


Val 








165 






170 


175 




His 


Lys 


Ser Thr 


Gin 


He 


Ser 


Leu Lys Arg Pro Arg 


His Arg Ser 


Val 






180 








185 


190 




Gly 


He 


Gin Ala 


Lys 


Val 


Lys 


Ala Phe Gly Lys Arg 


Leu Cys Asn 


Ala 






195 








200 


205 




Thr 


Thr 


Gin Thr 


Glu 


Glu 


Leu 


Trp Ser Arg Thr Ser 


Ser Leu Phe 


Asp 




210 








215 


220 






He 


Tyr 


Ser Ser 


Asp 


Ser 


Glu 


Thr Asp Thr Asp Trp 


Asp He Lys 


Ser 


225 








230 




235 




240 


Glu 


Gin 


Ser Asp 


Leu 


Ser 


Tyr 


Met Ala Val Gin Val 


Lys Glu Glu 


Thr 








245 






250 


255 





Cys 



<210> 13 
<;211> 314 
<212> PRT 

<213> Homo sapiens 



u 



<400> 13 



Met 


Pro 


Gly 


Phe 


Thr 


Cys 


Cys 


Val 


Pro 


Gly 


Cys 


Tyr 


Asn 


Asn 


Ser 


His 


1 








5 










10 










15 




Arg 


Asp 


Lys 


Ala 


Leu 


His 


Phe 


Tyr 


Thr 


Phe 


Pro 


Lys 


Asp 


Ala 


Glu 


Leu 








20 










25 










30 






Arg 


Arg 


Leu 


Trp 


Leu 


Lys 


Asn 


Val 


Ser 


Arg 


Ala 


Gly 


Val 


Ser 


Gly 


Cys 






35 










40 










45 








Phe 


Ser 


Thr 


Phe 


Gin 


Pro 


Thr 


Thr 


Gly 


His 


Arg 


Leu 


Cys 


Ser 


Val 


His 




50 










55 










60 










Phe 


Gin 


Gly Gly 


Arg 


Lys 


Thr 


Tyr 


Thr 


Val 


Arg 


Val 


Pro 


Thr 


He 


Phe 


65 










70 










75 










80 


Pro 


Leu 


Arg Gly 


Val 


Asn 


Glu 


Arg 


Lys 


Val 


Ala 


Arg 


Arg 


Pro 


Ala 


Gly 










85 










90 










95 




Ala 


Ala 


Ala 


Ala 


Arg Arg 


Arg 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 








100 










105 










110 






Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 






115 










120 










125 








Gin 


Gin 


Gin 


Gin 


Ser 


Ser 


Pro 


Ser 


Ala 


Ser 


Thr 


Ala 


Gin 


Thr 


Ala 


Gin 




130 










135 










140 










Leu 


Gin 


Pro 


Asn 


Leu 


Val 


Ser 


Ala 


Ser 


Ala 


Ala 


Val 


Leu 


Leu 


Thr 


Leu 


145 










150 










155 










160 


Gin 


Ala 


Thr 


Val 


Asp Ser 


Ser 


Gin 


Ala 


Pro 


Gly 


Ser 


Val 


Gin 


Pro 


Ala 










165 










170 










175 




Pro 


He 


Thr 


Pro 


Thr Gly 


Glu 


Asp 


Val 


Lys 


Pro 


He 


Asp 


Leu 


Thr 


Val 








180 










185 










190 






Gin 


Val 


Glu 


Phe 


Ala 


Ala 


Ala 


Glu 


Gly 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 






195 










200 










205 








Ser 


Glu 


Leu 


Gin 


Ala 


Ala 


Thr 


Ala 


Gly 


Leu 


Glu 


Ala 


Ala 


Glu 


Cys 


Pro 




210 










215 










220 










Met 


Gly 


Pro 


Gin 


Leu 


Val 


Val 


Val 


Gly 


Glu 


Glu 


Gly 


Phe 


Pro 


Asp 


Thr 


225 










230 










235 










240 


Gly 


Ser 


Asp 


His 


Ser 


Tyr 


Ser 


Leu 


Ser 


Ser 


Gly 


Thr 


Thr 


Glu 


Glu 


Glu 










245 










250 










255 




Leu 


Leu 


Arg 


Lys 


Leu 


Asn 


Glu 


Gin 


Arg 


Asp 


He 


Leu 


Ala 


Leu 


Met 


Glu 








260 










265 










270 






Val 


Lys 


Met 


Lys 


Glu 


Met 


Lys 


Gly 


Ser 


He 


Arg 


His 


Leu 


Arg 


Leu 


Thr 






275 










280 










285 








Glu 


Ala 


Lys 


Leu 


Arg Glu 


Glu 


Leu 


Arg 


Glu 


Lys 


Asp 


Arg 


Leu 


Leu 


Ala 




290 










295 










300 










Met 


Ala 


Val 


He 


Arg Lys 


Lys 


His 


Gly 


Met 















305 310 



<210> 14 
<211> 761 
<212> PRT 

<213> Homo sapiens 



<400> 14 



Met 


Pro 


Asn Phe Cys 


Ala 


Ala 


Pro 


Asn 


Cys 


Thr 


Arg 


Lys 


Ser 


Thr 


Gin 


1 




5 










10 










15 




Ser 


Asp 


Leu Ala Phe 


Phe 


Arg 


Phe 


Pro 


Arg 


Asp 


Pro 


Ala 


Arg 


Cys 


Gin 






20 








25 










30 






Lys 


Trp 


Val Glu Asn 


Cys 


Arg 


Arg 


Ala 


Asp 


Leu 


Glu 


Asp 


Lys 


Thr 


Pro 






35 






40 










45 








Asp 


Gin 


Leu Asn Lys 


His 


Tyr 


Arg 


Leu 


Cys 


Ala 


Lys 


His 


Phe 


Glu 


Thr 



12 



50 55 60 



Ser Met 


He 


Cys 


Arg 


Thr 


Ser 


Pro 


Tyr 


Arg 


Thr 


Val 


Leu Arg 


Asp 


Asn 


65 








70 










75 










80 


Ala He 


Pro 


Thr 


He 


Phe 


Asp 


Leu 


Thr 


Ser 


His 


Leu 


Asn 


Asn 


Pro 


His 








85 










90 










95 




Ser Arg 


His 


Arg 


Lys 


Ar-g 


He 


Lys 


Glu 


Leu 


Ser 


Glu 


Asp 


Glu 


He 


Arg 






100 










105 










110 






Thr Leu 


Lys 


Gin 


Lys 


Lys 


He 


Asp 


Glu 


Thr 


Ser 


Glu 


Gin 


Glu 


Gin 


Lys 




115 










120 










125 








His Lys 


Glu 


Thr 


Asn 


Asn 


Ser 


Asn 


Ala 


Gin 


Asn 


Pro 


Ser 


Glu 


Glu 


Glu 


130 










135 










140 










Gly Glu 


Gly 


Gin 


Asp 


Glu 


Asp 


He 


Leu 


Pro 


Leu 


Thr 


Leu 


Glu 


Glu 


Lys 


145 








150 










155 










160 


Glu Asn 


Lys 


Glu 


Tyr 


Leu 


Lys 


Ser 


Leu 


Phe 


Glu 


He 


Leu 


He 


Leu 


Met 








165 










170 










175 




Gly Lys 


Gin 


Asn 


He 


Pro 


Leu 


Asp 


Gly 


His 


Glu 


Ala 


Asp 


Glu 


He 


Pro 






180 










185 










190 






Glu Gly 


Leu 


Phe 


Thr 


Pro 


Asp 


Asn 


Phe 


Gin 


Ala 


Leu 


Leu 


Glu 


Cys 


Arg 




195 










200 










205 








He Asn 


Ser 


Gly 


Glu 


Glu 


Val 


Leu 


Arg 


Lys 


Arg 


Phe 


Glu 


Thr 


Thr 


Ala 


210 










215 










220 










Val Asn 


Thr 


Leu 


Phe 


Cys 


Ser 


Lys 


Thr 


Gin 


Gin Arg 


Gin 


Met 


Leu 


Glu 


225 








230 










235 










240 


He Cys 


Glu 


Ser 


Cys 


He 


Arg 


Glu 


Glu 


Thr 


Leu 


Arg 


Glu 


Val 


Arg 


Asp 








245 










250 










255 




Ser His 


Phe 


Phe 


Ser 


He 


He 


Thr 


Asp 


Asp 


Val 


Val 


Asp 


He 


Ala 


Gly 






260 










265 










270 






Glu Glu 


His 


Leu 


Pro 


Val 


Leu 


Val 


Arg 


Phe 


Val 


Asp 


Glu 


Ser 


His 


Asn 




275 










280 










285 








Leu Arg 


Glu 


Glu 


Phe 


He 


Gly 


Phe 


Leu 


Pro 


Tyr Glu 


Ala Asp 


Ala 


Glu 


290 










295 










300 










He Leu 


Ala 


Val 


Lys 


Phe 


His 


Thr 


Met 


He 


Thr 


Glu 


Lys 


Trp 


Gly 


Leu 


305 








310 










315 










320 


Asn Met 


Glu 


Tyr 


Cys 


Arg 


Gly 


Gin 


Ala 


Tyr 


He 


Val 


Ser 


Ser 


Gly 


Phe 








325 










330 










335 




Ser Ser 


Lys 


Met 


Lys 


Val 


Val 


Ala 


Ser 


Arg 


Leu 


Leu 


Glu 


Lys 


Tyr 


Pro 






340 










345 










350 






Gin Ala 


He 


Tyr 


Thr 


Leu 


Cys 


Ser 


Ser 


Cys 


Ala 


Leu 


Asn 


Met 


Trp 


Leu 




355 










360 










365 








Ala Lys 


Ser 


Val 


Pro 


Val 


Met 


Gly 


Val 


Ser 


Val 


Ala 


Leu Gly 


Thr 


He 


370 










375 










380 










Glu Glu 


Val 


Cys 


Ser 


Phe 


Phe 


His 


Arg 


Ser 


Pro 


Gin 


Leu 


Leu 


Leu 


Glu 


385 








390 










395 










400 


Leu Asp 


Asn 


Val 


He 


Ser 


Val 


Leu 


Phe 


Gin 


Asn 


Ser 


Lys 


Glu 


Arg 


Gly 








405 










410 










415 




Lys Glu 


Leu 


Lys 


Glu 


He 


Cys 


His 


Ser 


Gin 


Trp 


Thr 


Gly Arg 


His 


Asp 






420 










425 










430 






Ala Phe 


Glu 


He 


Leu 


Val 


Glu 


Leu 


Leu 


Gin 


Ala 


Leu 


Val 


Leu 


Cys 


Leu 




435 










440 










445 








Asp Gly 


He 


Asn 


Ser 


Asp 


Thr 


Asn 


He 


Arg 


Trp 


Asn 


Asn Tyr 


He 


Ala 


450 










455 










460 










Gly Arg 


Ala 


Phe 


Val 


Leu 


Cys 


Ser 


Ala 


Val 


Ser Asp 


Phe Asp 


Phe 


He 


465 








470 










475 










480 


Val Thr 


He 


Val 


Val 


Leu 


Lys 


Asn 


Val 


Leu 


Ser 


Phe 


Thr Arg 


Ala 


Phe 








485 










490 










495 




Gly Lys 


Asn 


Leu 


Gin 


Gly 


Gin 


Thr 


Ser 


Asp 


Val 


Phe 


Phe 


Ala 


Ala 


Gly 






500 










505 










510 







13 



Ser Leu 

Glu Val 
530 
Lys Leu 
545 

Gin Gly 

Thr Leu 

He Phe 

Pro Ser 
610 
Ala Asp 
625 

Glu Leu 

Glu Leu 

Phe Phe 

Val Met 
690 
Lys Ala 
705 

Ala Leu 
Val Asp 
Asp Asn 



Thr Ala Val 

515 

Tyr His Glu 

Asp He Gin 

Asn Leu Glu 
565 

Ser Val Pro 

580 
Ser Glu Gin 

595 

Val Met Gly 

Met Tyr Arg 

His Cys Trp 
645 

Pro Ser Thr 

660 
Pro Asn Val 
675 

Lys Val Glu 
Tyr Leu Arg 

Leu Asn He 

725 

Thr Tyr He 

740 
Ser Glu Thr 
755 



Leu His 

Phe Trp 
535 
Met Lys 
550 

Ser Gin 

Thr Val 

His Leu 

Gin Leu 
615 
Ser Asp 
630 

Arg He 

He Tyr 

Tyr Ala 

Asn Glu 
695 
Asn Thr 
710 

Asn Phe 
Lys Leu 
Val Glu 



Ser 
520 
Phe 

Leu 

Leu 

Glu 

Lys 
600 
Lys 

Leu 

Lys 

Glu 

Leu 
680 
Arg 

Leu 

Asp 

Tyr 

Asn 
760 



Leu 

Glu 

Pro 

Thr 

His 
585 
Ala 

Phe 

Pro 

Trp 

Ala 

665 
Leu 

Tyr 

Thr 

He 

Thr 
745 
Thr 



Asn Glu 

Glu Ala 

Gly Lys 
555 
Ser Glu 
570 

He He 

Leu Lys 

Asn Thr 

Asn Pro 
635 
Lys His 
650 

Leu His 

Lys Val 

Glu Asn 

Asp Gin 
715 
Lys His 
730 

Ser Lys 



Val Met 
525 
Thr Asn 

540 

Phe Arg 

Ser Tyr 

Gin Glu 

Cys Leu 
605 
Ser Glu 
620 

Asp Thr 

Arg Gly 

Leu Pro 

Leu Cys 
685 
Gly Arg 
700 

Arg Ser 
Asp Leu 
Ser Glu 



Glu 

Leu 

Arg 

Tyr 

Leu 
590 
Ser 

Glu 

Leu 

Lys 

Asp 
670 
He 

Lys 

Ser 

Asp 

Leu 
750 



Asn He 

Ala Thr 

Ala His 
560 
Lys Glu 
575 

Lys Asp 

Leu Val 

His His 

Ser Ala 
640 
Asp He 
655 

He Lys 

Leu Pro 

Arg Leu 

Asn Leu 
720 
Leu Met 

735 

Pro Thr 



<210> 15 
<211> 38 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence for PAR4 binding domain of THAP 

<221> UNSURE 
<222> (1) . . . (38) 
<223> Xaa = Any Amino Acid 

<400> 15 

Leu Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

15 10 
Gin Arg Xaa Arg Arg Gin Xaa Arg Xaa Xaa Xaa Xaa Xaa 

20 25 
Xaa Xaa Xaa Gin Xaa Glu 
35 



Xaa Xaa Xaa 
15 

Xaa Xaa Xaa 
30 



<210> 16 
<211> 73 



14 



<212> PRT 

<213> Sus scrofa 



<400> 16 



Met Val 


Gin 


Ser 


Cys 


Ser 


Ala 


Tyr Gly Cys 


Lys 


Asn Arg 


Tyr Asp Lys 


1 






5 






10 










15 


Asp Lys 


Pro 


Val 


Ser 


Phe 


His 


Lys Phe Pro 


Leu Thr Arg Pro Ser Leu 






20 








25 








30 




Cys Lys 


Lys 


Trp 


Glu 


Ala 


Ala 


Val Arg Arg 


Lys 


Asn 


Phe 


Lys 


Pro Thr 




35 










40 






45 






Lys Tyr 


Ser 


Ser 


He 


Cys 


Ser 


Glu His Phe 


Thr. Pro Asp 


Cys 


Phe Lys 


50 










55 






60 








Arg Glu 


Cys 


Asn 


Asn 


Lys 


Leu 


Leu Lys 












65 








70 
















<210> 17 






















<211> 99 






















<212> PRT 






















<213> Sus scrofa 


















<400> 17 






















Met Val 


Lys 


Cys 


Cys 


Ser 


Ala 


He Gly Cys 


Ala Ser Arg Cys 


Leu Pro 


1 






5 






10 










15 


Asn Ser 


Lys 


Leu 


Lys 


Gly Leu 


Thr Phe His 


Val 


Phe 


Pro Thr Asp Glu 






20 








25 








30 




Lys Val 


Lys 


Arg 


Lys 


Trp 


Val 


Leu Ala Met 


Lys 


Arg 


Leu 


Asp 


Val Asn 




35 










40 






45 






Ala Ala 


Gly 


Met 


Trp 


Glu 


Pro 


Lys Lys Gly 


Asp 


Val 


Leu 


Cys 


Ser Arg 


50 










55 






60 








His Phe 


Lys 


Lys 


Thr 


Asp 


Phe 


Asp Arg Thr 


Thr 


Pro 


Asn 


He 


Lys Leu 


65 








70 






75 








80 


Lys Pro 


Gly 


Val 


He 


Pro 


Ser 


He Phe Asp 


Ser 


Pro 


Ser 


His 


Leu Thr 








85 






90 










95 


Gly Glu 


Glu 






















<210> 18 






















<211> 103 






















<212> PRT 






















<213> Sus scrofa 


















<400> 18 






















Met Pro 


Arg 


His 


Cys 


Ser 


Ala 


Ala Gly Cys 


Cys 


Thr 


Arg 


Asp 


Thr Arg 


1 






5 






10 










15 


Glu Thr 


Arg 


Asn 


Arg Gly 


He 


Ser Phe His 


Arg 


Leu 


Pro 


Lys 


Lys Asp 






20 








25 








30 




Asn Pro 


Arg 


Arg 


Gly Leu 


Trp 


Leu Ala Asn 


Cys 


Gin Arg Leu Asp Pro 




35 










40 






45 






Ser Gly 


Gin 


Gly 


Leu 


Trp 


Asp 


Pro Ala Ser 


Glu 


Tyr 


He 


Tyr 


Phe Cys 


50 










55 






60 








Ser Lys 


His 


Phe 


Glu 


Glu 


Asn 


Cys Phe Glu 


Leu Val Gly 


He 


Ser Gly 


65 








70 






75 








80 


Tyr His 


Arg 


Leu 


Lys 


Glu Gly 


Ala Val Pro 


Thr 


He 


Phe 


Glu 


Ser Phe 








85 






90 










95 


Ser Lys 


Leu 


Arg 


Arg 


Thr 


Ala 















15 



100 



<210> 19 

<211> 99 

<212> PRT 

<213> Sus scrofa 

<400> 19 



Met 


Thr 


Arg 


Ser Cys Ser 


Ala 


Val 


1 






5 






Leu 


Ser 


Arg 


Glu Arg Gly Leu 


Ser 








20 






He 


Gin 


Arg 


Ser Gin Trp 


He 


Arg 






35 






40 


Ser 


Lys 


Lys 


He Trp He 


Pro 


Gly 




50 






55 




His 


Phe 


Gin 


Glu Ser Asp 


Phe 


Glu 


65 






70 






Lys 


Lys 


Gly 


Ala Val Pro 


Ser 


Val 








85 






Ala 


His 


Leu 









Gly Cys Ser Thr Arg Asp Thr Val 

10 15 
Phe His Gin Phe Pro Thr Asp Thr 
25 30 
Ala Val Asn Arg Met Asp Pro Arg 
45 

Pro Gly Ala Met Leu Cys Ser Lys 
60 

Ser Tyr Gly He Arg Arg Lys Leu 

75 80 
Ser Leu Tyr Lys Val Leu Gin Gly 
90 95 



<210> 20 

<211> 92 

<212> PRT 

<213> Bos taurus 

<400> 20 

Met Pro Lys Ser Cys Ala Ala Arg 

1 5 
Arg Arg Lys Gin Leu Thr Phe His 
20 

Leu Leu Lys Glu Trp Val Leu Asn 

35 40 
Lys Gin His Thr Val He Cys Ser 

50 55 
Ser Ala Phe Gly Asn Arg Lys Asn 
65 70 
Val Phe Ala Phe Gin Gly Pro Pro 
85 



Gin Cys Cys Asn Arg Tyr Ser Asn 

10 15 
Arg Phe Pro Phe Ser Arg Pro Glu 
25 30 
He Gly Arg Gly Asp Phe Glu Pro 
45 

Glu His Phe Arg Pro Glu Cys Phe 

60 

Leu Lys His Asn Ala Val Pro Thr 

75 80 
Gin Leu Val Arg 
90 



<210> 21 

<211> 75 

<212> PRT 

<213> Bos taurus 

<400> 21 

Arg Leu Pro Lys Lys Asp Asn Pro Arg Arg Gly Leu Trp Leu Ala Asn 

1 5 10 15 

Cys Gin Arg Leu Asp Pro Ser Gly Gin Gly Leu Trp Asp Pro Ala Ser 

20 25 30 

Glu Tyr He Tyr Phe Cys Ser Lys His Phe Glu Glu Asn Cys Phe Glu 
35 40 45 



16 



Leu Val Gly lie Ser Gly Tyr His Arg Leu Lys Glu Gly Ala Val Pro 

50 55 60 

Thr He Phe Glu Ser Phe Ser Lys Leu Arg Arg 
65 70 75 



<210> 22 
<211> 91 
<212> PRT 

<213> Mus musculus 
<400> 22 

Met Val Gin Ser Cys Ser Ala Tyr 

1 5 
Asp Lys Pro Val Ser Phe His Lys 
20 

Cys Lys Gin Trp Glu Ala Ala Val 

35 40 
Lys Tyr Ser Ser He Cys Ser Glu 

50 55 
Arg Glu Cys Asn Asn Lys Leu Leu 
65 70 
Phe Leu Tyr He Glu Pro His Glu 
85 



Gly Cys Lys Asn Arg Tyr Asp Lys 

10 15 
Phe Pro Leu Thr Arg Pro Ser Leu 
25 30 
Lys Arg Lys Asn Phe Lys Pro Thr 
45 

His Phe Thr Pro Asp Cys Phe Lys 
60 

Lys Glu Asn Ala Val Pro Thr lie 

75 80 
Lys Lys Glu 
90 



<210> 23 
<211> 90 
<212> PRT 

<213> Mus musculus 
<400> 23 

Met Pro Thr Asn Cys Ala Ala Ala 

1 ^ 5 
His He Asn He Ser Phe His Arg 
20 

Lys Glu Trp Val Arg Leu Val Arg 

35 40 
His Thr Phe Leu Cys Ser Lys His 

50 55 
Thr Gly Gin Thr Arg Arg Leu Lys 
65 70 
Asp Phe Cys Thr His He Lys Ser 
85 



Gly Cys Ala Ala Thr Tyr Asn Lys 

10 15 
Phe Pro Leu Asp Pro Lys Arg Arg 
25 30 
Arg Lys Asn Phe Val Pro Gly Lys 
45 

Phe Glu Ala Ser Cys Phe Asp Leu 
60 

Met Asp Ala Val Pro Thr He Phe 
75 80 

Leu Lys 
90 



<210> 24 
<211> 92 

<212> PRT 

<213> Mus musculus 
<400> 24 

Met Pro Lys Ser Cys Ala Ala Arg Gin Cys Cys Asn Arg Tyr Ser Ser 

15 10 15 

Arg Arg Lys Gin Leu Thr Phe His Arg Phe Pro Phe Ser Arg Pro Glu 

20 25 30 

Leu Leu Arg Glu Trp Val Leu Asn He Gly Arg Ala Asp Phe Lys Pro 



17 



35 40 
Lys Gin His Thr Val lie Cys Ser 

50 55 
Ser Ala Phe Gly Asn Arg Lys Asn 
65 70 
Val Phe Ala Phe Gin Asn Pro Thr 
85 



45 

Glu His Phe Arg Pro Glu Cys Phe 
60 

Leu Lys His Asn Ala Val Pro Thr 

75 80 
Glu Val Cys Pro 
90 



<210> 25 
<211> 95 
<212> PRT 

<213> Mus musculus 
<400> 25 

Met Val He Cys Cys Ala Ala Val Asn Cys Ser Asn Arg Gin Gly Lys 

15 10 15 

Gly Glu Lys Arg Ala Val Ser Phe His Arg Phe Pro Leu Lys Asp Ser 

20 25 30 

Lys Arg Leu He Gin Trp Leu Lys Ala Val Gin Arg Asp Asn Trp Thr 

35 40 45 

Pro Thr Lys Tyr Ser Phe Leu Cys Ser Glu His Phe Thr Lys Asp Ser 

50 55 60 

Phe Ser Lys Arg Leu Glu Asp Gin His Arg Leu Leu Lys Pro Thr Ala 
65 70 75 80 

Val Pro Ser He Phe His Leu Ser Glu Lys Lys Arg Gly Ala Gly 
85 90 95 



<210> 26 

<211> 52 

<212> PRT 

<213> Mus musculus 

<400> 26 

He Leu Gin Ala Phe Gly Ser Leu Lys Lys Gly Asp Val Leu Cys Ser 

15 10 15 

Arg His Phe Lys Lys Thr Asp Phe Asp Arg Ser Thr Leu Asn Thr Lys 

20 25 30 

Leu Lys Ala Gly Ala He Pro Ser He Phe Glu Cys Pro Tyr His Leu 

35 40 45 

Gin Glu Lys Arg 
50 



<210> 27 
<211> 103 
<212> PRT 

<213> Mus musculus 
<400> 27 

Met Pro Arg His Cys Ser Ala Ala Gly Cys Cys Thr Arg Asp Thr Arg 

15 10 15 

Glu Thr Arg Asn Arg Gly He Ser Phe His Arg Leu Pro Lys Lys Asp 

20 25 30 

Asn Pro Arg Arg Gly Leu Trp Leu Ala Asn Cys Gin Arg Leu Asp Pro 
35 40 45 



18 



Ser Gly Gin Gly Leu Trp Asp Pro 

50 55 
Ser Lys His Phe Glu Glu Asn Cys 
65 70 
Tyr His Arg Leu Lys Glu Gly Ala 
85 

Ser Lys Leu Arg Arg Thr Ala 
100 



Thr Ser Glu Tyr lie Tyr Phe Cys 

60 

Phe Glu Leu Val Gly He Ser Gly 

75 80 
Val Pro Thr He Phe Glu Ser Phe 
90 95 



<210> 28 

<211> 90 

<212> PRT 

<213> Mus mus cuius 



<400> 28 






Met Pro Gly 


Phe Thr Cys Cys 


Val 


1 


5 




Arg Asp Lys 


Ala Leu His Phe 


Tyr 




20 




Arg Arg Leu 


Trp Leu Lys Asn 


Val 


35 




40 


Phe Ser Thr 


Phe Gin Pro Thr 


Thr 


50 


55 




Phe Gin Gly 


Gly Arg Lys Thr 


Tyr 


65 


70 




Pro Leu Arg 


Gly Val Asn Glu 


Arg 




85 





Pro Gly Cys Tyr Asn Asn Ser His 

10 15 
Thr Phe Pro Lys Asp Ala Glu Leu 
25 30 
Ser Arg Ala Gly Val Ser Gly Cys 
45 

Gly His Arg Leu Cys Ser Val His 
60 

Thr Val Arg Val Pro Thr He Phe 
75 80 

Lys Val 
90 



<210> 29 

<211> 96 

<212> PRT 

<213> Mus musculus 



<400> 29 












Met Pro Asn 


Phe 


Cys Ala Ala 


Pro Asn Cys Thr Arg Lys Ser 


Thr 


Gin 


1 




5 


10 


15 




Ser Asp Leu 


Ala 


Phe Phe Arg 


Phe Pro Arg Asp Pro Ala Arg 


Cys 


Gin 




20 




25 30 






Lys Trp Val Glu 


Asn Cys Arg 


Arg Ala Asp Leu Glu Asp Lys 


Thr 


Pro 


35 






40 45 






Asp Gin Leu 


Asn 


Lys His Tyr 


Arg Leu Cys Ala Lys His Phe 


Glu 


Thr 


50 




55 


60 






Ser Met He 


Cys 


Arg Thr Ser 


Pro Tyr Arg Thr Val Leu Arg 


Asp 


Asn 


65 




70 


75 




80 


Ala He Pro 


Thr 


He Phe Asp 


Leu Thr Ser His Leu Asn Asn 


Pro 


His 






85 


90 


95 





<210> 30 
<211> 24 
<212> PRT 

<213> Rattus norvegicus 



<400> 30 

Met Pro Thr Asn Cys Ala Ala Ala Gly Cys Ala Ala Thr Tyr Asn Lys 



19 



1 5 
His lie Asn lie Ser Phe His Arg 
20 



10 



15 



<210> 31 

<211> 85 
<212> PRT 

<213> Rattus norvegicus 
<400> 31 

Arg Gin Cys Cys Asn Arg Tyr Ser Ser Arg Arg Lys Gin Leu Thr Phe 

1 5 .10 15 

His Arg Phe Pro Phe Ser Arg Pro Glu Leu Leu Arg Glu Trp Val Leu 

20 25 30 

Asn lie Gly Arg Ala Asp Phe Lys Pro Lys Gin His Thr Val He Cys 

35 40 45 

Ser Glu His Phe Arg Pro Glu Cys Phe Ser Ala Phe Gly Asn Arg Lys 

50 55 60 

Asn Leu Lys His Asn Ala Val Pro Thr Val Phe Ala Phe Gin Asn Pro 
65 70 75 80 

Ala Gin Val Cys Pro 
85 



<210> 32 
<211> 70 
<212> PRT 

<213> Rattus norvegicus 
<400> 32 

Arg Phe Pro Leu Lys Asp Ser Lys Arg Leu He Gin Trp Leu Lys Ala 

15 10 15 

Val Gin Arg Asp Asn Trp Thr Pro Thr Lys Tyr Ser Phe Leu Cys Ser 

20 25 30 

Glu His Phe Thr Lys Asp Ser Phe Ser Lys Arg Leu Glu Asp Gin His 

35 40 45 

Arg Leu Leu Lys Pro Thr Ala Val Pro Ser He Phe His Leu Ser Glu 

50 55 60 

Lys Lys Arg Gly Ala Gly 
65 70 



<210> 33 
<211> 55 
<212> PRT 

<213> Rattus norvegicus 
<400> 33 

Met Val Lys Cys Cys Ser Ala lie Gly Cys Ala Ser Arg Cys Leu Pro 

15 10 15 

Asn Ser Lys Leu Lys Gly Leu Thr Phe His Val Phe Pro Thr Asp Glu 

20 25 30 

Asn He Lys Arg Lys Trp Val Leu Ala Met Lys Arg Leu Asp Val Asn 

35 40 45 

Thr Ala Gly He Trp Glu Pro 
50 55 



20 



<210> 34 
<211> 103 
<212> PRT 

<213> Rattus norvegicus 
<400> 34 



Met 


Pro 


Axg 


His 


Cys 


Ser 


Ala Ala Gly Cys 


Cys 


Thr 


Arg Asp 


Thr 


Arg 


1 








5 






10 










15 




Glu 


Thr 


Arg 


Asn 


Arg 


Gly 


lie Ser Phe 


His 


Arg 


Leu 


Pro 


Lys 


Lys 


Asp 








20 






25 










30 






Asn 


Pro 


Arg 


Arg 


Gly 


Leu 


Trp Leu Ala 


Asn 


Cys 


Gin Arg 


Leu 


Asp 


Pro 






35 








40 








45 








Ser Gly 


Gin 


Gly 


Leu 


Trp 


Asp Pro Thr 


Ser 


Glu 


Tyr 


He 


Tyr 


Phe 


Cys 




50 










55 






60 










Ser 


Lys 


His 


Phe 


Glu 


Glu 


Asn Cys Phe 


Glu 


Leu 


Val 


Gly 


He 


Ser Gly 


65 










70 






75 










80 


Tyr 


His 


Arg 


Leu 


Lys 


Glu 


Gly Ala Val 


Pro 


Thr 


He 


Phe 


Glu 


Ser 


Phe 










85 






90 










95 




Ser 


Lys 


Leu 


Arg 


Arg 


Thr 


Ala 

















100 



<210> 35 
<211> 90 
<212> PRT 

<213> Rattus norvegicus 
<400> 35 

Met Pro Gly Phe Thr Cys Cys Val 

1 5 
Arg Asp Lys Ala Leu His Phe Tyr 
20 

Arg Arg Leu Trp Leu Lys Asn Val 

35 40 
Phe Ser Thr Phe Gin Pro Thr Thr 

50 55 
Phe Gin Gly Gly Arg Lys Thr Tyr 
65 70 
Pro Leu Arg Gly Val Asn Glu Arg 
85 



Pro Gly Cys Tyr Asn Asn Ser His 

10 15 
Thr Phe Pro Lys Asp Ala Glu Leu 
25 30 
Ser Arg Ala Gly Val Ser Gly Cys 
45 

Gly His Arg Leu Cys Ser Val His 
60 

Thr Val Arg Val Pro Thr He Phe 
75 80 

Lys Val 
90 



<210> 36 
<211> 96 
<212> PRT 

<213> Rattus norvegicus 
<400> 36 

Met Pro Asn Phe Cys Ala Ala Pro 

1 5 
Ser Asp Leu Ala Phe Phe Arg Phe 
20 

Lys Trp Val Glu Asn Cys Arg Arg 

35 40 
Asp Gin Leu Asn Lys His Tyr Arg 



Asn Cys Thr Arg Lys Ser Thr Gin 

10 15 
Pro Arg Asp Pro Ala Arg Cys Gin 
25 30 
Ala Asp Leu Glu Asp Lys Thr Pro 
45 

Leu Cys Ala Lys His Phe Glu Thr 



21 



50 55 60 

Ser Met lie Cys Arg Thr Ser Pro Tyr Arg Thr Val Leu Arg Asp Asn 
65 70 75 80 

Ala lie Pro Thr lie Phe Asp Leu Thr Ser His Leu Asn Asn Pro His 
85 90 95 



<210> 37 
<211> 94 

<212> PRT 

<213> Gallus gallus 
<400> 37 

Met Val lie Cys Cys Ala Ala Ala Asn Cys Ser Asn Arg Gin Gly Lys 

15 10 15 

Ala Leu Arg Gly Ala Val Ser Phe His Arg Phe Pro Leu Lys Asp Ser 

20 25 30 

Lys Arg Leu lie Gin Trp Leu Lys Ala Val Gin Arg Asp . Asn Trp Thr 

35 40 45 

Pro Thr Lys Tyr Ser Phe Leu Cys Ser Glu His Phe Thr Lys Asp Ser 

50 55 60 

Phe Ser Arg Arg Leu Glu Asp Gin His Arg Leu Leu Lys Pro Thr Ala 
65 70 75 80 

Val Pro Thr lie Phe Gin Leu Ala Glu Lys Lys Arg Asp Asn 
85 90 



<210> 38 
<211> 94 
<212> PRT 

<213> Gallus gallus 
<400> 38 

Met Pro Arg Tyr Cys Ala Ala Ser Tyr Cys Lys Asn Arg Gly Gly Gin 

15 10 15 

Ser Ala Arg Asp Gin Arg Lys Leu Ser Phe Tyr Pro Phe Pro Leu His 

20 25 30 

Asp Lys Glu Arg Leu Glu Lys Trp Leu Arg Asn Met Lys Arg Asp Ala 

35 40 45 

Trp Thr Pro Ser Lys His Gin Leu Leu Cys Ser Asp His Phe Thr Pro 

50 55 60 

Asp Ser Leu Asp Val Arg Trp Gly lie Arg Tyr Leu Lys His Thr Ala 
65 70 75 80 

Val Pro Thr lie Phe Ser Ser Pro Asp Asp Glu Glu Lys Gly 
85 90 



<210> 39 
<211> 102 
<212> PRT 

<213> Gallus gallus 
<400> 39 

Met Pro Arg His Cys Ser Ala Ala Gly Cys Cys thr Arg Asp Thr Arg 

15 10 15 

Glu Thr Arg Ser Arg Gly lie Ser Phe His Arg Leu Pro Lys Lys Asp 
20 25 30 



22 



Asn Pro Arg Arg Ala Leu Trp Leu 

35 40 
Ser Gly Glu Gly Arg Trp Asp Pro 

50 55 
Ser Gin His Phe Glu Lys Ser Cys 
65 70 
Tyr His Arg Leu Lys Glu Gly Ala 
85 

Ser Pro Arg Pro Pro Arg 
100 



Glu Asn Ser Arg Arg Arg Asp Ala 
45 

Ala Ser Lys Tyr lie Tyr Phe Cys 
60 

Phe Glu He Val Gly Phe Ser Gly 

75 80 
Val Pro Thr Val Phe Glu Ser Thr 
90 95 



<210> 40 
<211> 27 
<212> PRT 

<213> Gallus gallus 
<400> 40 

Met Thr Arg Ser Cys Ser Ala Leu 

1 5 
Arg Ser Arg Glu Arg Gly He Ser 
20 



Gly Cys Ser Ala Arg Asp Asn Gly 

10 15 
Phe His Gin 
25 



<210> 41 

<211> 90 
<212> PRT 

<213> Xenopus laevi 
<400> 41 

Met Val Gin Ser Cys Ser Ala Tyr 

1 5 
Asp Arg Pro He Ser Phe His Lys 

20 

Cys Lys Lys Trp Glu Ala Ala Val 

35 40 
Lys Tyr Ser Ser He Cys Ser Asp 

50 55 
Arg Glu Cys Asn Asn Lys Leu Leu 
65 70 
Phe Ala Leu Ala Glu He Lys Lys 
85 



Gly Cys Lys Asn Arg Tyr Asp Lys 

10 15 
Phe Pro Leu Lys Arg Pro Leu Leu 
25 30 
Arg Arg Ala Asp Phe Lys Pro Thr 
45 

His Phe Thr Ala Asp Cys Phe Lys 
60 

Lys Asp Asn Ala Val Pro Thr Val 
75 80 

Lys Met 
90 



<210> 42 
<211> 103 
<212> PRT 

<213> Xenopus laevi 
<400> 42 

Met Pro Arg His Cys Ser Ala Leu Gly Cys Thr Thr Arg Asp Ser Arg 

15 10 15 

Gin Thr Arg Asn Asn Asn He Ser Phe His Arg Leu Pro Arg Lys Asp 

20 25 30 

Asp Pro Arg Arg Asn Leu Trp He Ala Asn Cys Gin Arg Thr Asp Pro 

35 40 45 

Ser Gly Lys Gly Leu Trp Asp Pro Ser Ser Asp Tyr Val Tyr Phe Cys 



23 



50 55 60 

Ser Lys His Phe Glu Lys Ser Cys Phe Glu Val Val Gly Thr Ser Gly 
65 70 75 80 

Tyr His Arg Leu Lys Glu Asp Ala Val Pro Thr Leu Phe Leu Ser Ser 

85 90 95 

Ala Lys Leu Arg Arg Ala Ala 
100 



<210> 43 
<211> 90 
<212> PRT 

<213> Xenopus laevi 
<400> 43 



Met Val Arg Ser 


Cys Ser 


Ala Ala Asn Cys Val Asn Arg 


Gin 


Thr 


Ala 


1 


5 


10 




15 




Leu Asn Lys Arg 


Lys Gly 


lie Thr Phe His Arg Phe Pro 


Lys 


Glu 


Gin 


20 




25 


30 






Ala Arg Arg Gin 


Leu Trp 


He Thr Ala Val Thr His Ser 


His 


Ala 


Ala 


35 




40 45 








Val Gly Thr Asp 


Trp Thr 


Pro Ser He His Ser Ser Leu 


Cys 


Ser 


Gin 


50 




55 60 








His Phe Asn Asn 


Thr Gin 


Phe Asp Arg Thr Gly Gin Thr 


Val 


Arg 


Leu 


65 


70 


75 






80 


Arg Asp Ser Ala 


Val Pro 


Thr Val Phe Ser 










85 


90 









<210> 44 
<211> 99 
<212> PRT 

<213> Xenopus laevi 



<400> 44 



Met Pro 


Val 


Ser 


Cys 


Ala 


Ala Ser Gly Cys Lys Ser Arg 


Tyr 


Thr 


Met 


1 






5 




10 




15 




Asp Ala 


Arg 


Glu 


Lys Gly 


He Thr Phe His Arg Phe Pro 


Arg 


Ser 


Asn 






20 






25 


30 






Pro Thr 


Leu 


Leu 


Glu 


Lys 


Trp Arg Leu Ala Met Arg Arg 


Ser 


Thr 


Arg 




35 








40 45 








Asn Gly 


Glu 


Leu 


Trp 


Met 


Pro Ser Arg Tyr Gin Arg Leu 


Cys 


Ser 


Leu 


50 










55 60 








His Phe 


Lys 


Gin 


Cys 


Cys 


Phe Asp Thr Thr Gly Gin Thr 


Lys 


Arg 


Leu 


65 








70 


75 






80 


Arg Glu 


Asp 


Val 


He 


Pro 


Thr He Phe Asp Phe Pro Glu 


Glu 


Thr 


His 








85 




90 




95 




Val He 


Phe 

















<210> 45 
<211> 90 
<212> PRT 

<213> Xenopus laevi 
<400> 45 



24 



Met 


Pro Ala 


Cys 


Ala 


Ala 


lie 


Asn 


Cys 


Thr 


Ser 


Arg 


m n 


J. 111. 


A ■y'd 

y 




1 






5 










10 














Cys 


Gly Lys 


Ser 


Phe 


His 


Lys 


Phe 


Pro 


His 


Gly Arg 


Pro 


ai n 

kj±U 






20 










25 
















Lys 


Lys Trp 


Val 


Met 


Asn 


Ma4- 


Arg Arg Asp 


Lys 


Phe 


Lys 


Pro 


Ser 


Ser 


35 










40 










45 








Lys 


Ala Val 


Leu 


Cys 


Ser 


Asp 


His 


Phe 


Glu 


Glu 


Phe 


Cys 


Phe 


Asp 


Arg 


50 








55 










60 










Thr Gly Gin 


Thr 


He 


Arg 


Leu 


Arg 


Thr 


Asp 


Ala 


Val 


Pro 


Thr 


Val 


Phe 


65 








70 










75 










80 


Thr 


Phe Pro 


Gly Lys 


Met 


Lys 


Lys 


Asp 


Arg 















85 90 



<210> 46 
<211> 105 
<212> PRT 

<213> Xenopus laevi 
<400> 46 



Met Pro 


His 


Cys 


Val 


Val 


Ser 


Asn 


Cys 


Val His 


Phe 


Asn Tyr 


Lys 


Lys 


1 




5 










10 






15 




Ser Asn 


Leu 


His 


Gly Val 


Ala 


Leu 


His 


Pro Phe 


Pro Asn Asp 


Leu 


Ser 






20 










25 






30 






Arg He 


Lys 


Leu 


Trp 


Leu 


Gin 


Gin 


He 


Gly Leu 


Thr 


Thr Asp 


Glu 


He 


35 










40 








45 






Asp Tyr 


Leu 


Ala 


Gin 


Lys 


Val 


Val 


Glu Gly Lys 


Arg 


Lys Lys 


Thr 


Asp 


50 










55 








60 








Ser His 


Arg 


Met 


Cys 


Ser 


Ala 


His 


Phe 


Thr Pro 


Asn 


Cys Tyr 


He 


Val 


65 




70 








75 








80 


Gin Asp Ala 


Lys 


Leu 


Val 


Leu 


Arg 


Ser 


Asp Ala 


He 


Pro Thr 


Met 


Phe 








85 










90 






95 




Pro Gly 


Leu 


Ser 
100 


Ser 


Ser 


Thr 


Thr 


Asn 
105 













<210> 47 
<211> 104 

<212> PRT 

<213> Xenopus laevi 



<400> 47 




















Met 


Pro 


Lys 


Cys 


He 


Val 


Thr 


Lys 


Cys 


Pro 


His 


Lys Thr Gly Gin Lys 


1 






5 










10 




15 


Glu 


Leu 


Tyr 


Pro 


Ser 


Val 


He 


Leu 


His 


Pro 


Phe 


Pro Gly Asn He Glu 






20 










25 






30 


Lys 


He 


Lys 


Gin 


Trp 


Leu 


Leu 


Gin 


Thr Gly Glu Asp Tyr Gly Asp Tyr 






35 










40 








45 


Glu 


Val 

50 


Phe 


Ala 


Glu 


Lys 


Val 
55 


Leu 


Glu 


Ala 


Lys 


Lys Thr Asp Ala Tyr 
60 


Arg 


He 


Cys 


Ser 


Arg 


His 


Phe 


Ala 


Glu 


Asp 


Gin 


Tyr Val Lys Arg Gly 


65 








70 










75 


80 


Pro 


Arg 


Lys 


Leu 


Leu 


Ser 


Lys 


Asp 


Ala 


Val 


Pro 


Thr He Phe Ser Asn 








85 










90 




95 


Leu 


His 


Pro 


Leu 
100 


He 


Gin 


Leu 


His 











25 



<210> 48 
<211> 102 
<212> PRT 

<213> Xenopus laevi 
<400> 48 



Met 


Pro 


Arg 


Cys 


Val 


Val Lys Asn Cys 


Pro 


His Trp 


Thr Gly Lys 


Lys 


1 








5 




10 




15 




Gly 


Ser 


Gin 


Val 
20 


He 


Leu His Gly Phe 
25 


Pro 


Asn Asn 


Ser Arg Leu 
30 


He 


Lys 


Leu 


Trp 


Leu 


Ser 


Gin Thr Lys Gin 


Asp 


Phe Gly Asp Val Glu Asp 






35 






40 






45 




Phe 


Thr 

50 


Gin 


Lys 


He 


Leu Glu Gly Lys 

55 


Lys 


Asn Asp 

60 


Leu Tyr Arg 


Leu 


Cys 


Ser 


Lys 


His 


Phe 


Thr Asn Asp Ser 


Tyr 


Glu He 


Arg Gly Thr 


Lys 


65 










70 




75 




80 


Arg 


Phe 


Leu 


Lys 


Tyr 
85 


Gly Ala Val Pro 


Thr 
90 


Val Phe 


Glu Asp Thr 
95 


Pro 


Pro 


Leu 


Lys 


Arg 
100 


Arg 


Lys 











<210> 49 
<211> 104 
<212> PRT 

<213> Xenopus laevi 
<400> 49 



Met 


Pro 


Asn 


Cys 


He 


Val 


Lys 


Asp Cys Arg His 


Lys 


Ser Gly Gin Lys 


1 








5 






10 






15 


He 


Gin 


Asn 


Pro 
20 


Asp 


Val 


Val 


Leu His Pro Phe 
25 


Pro 


Asn 


Asn He Asn 
30 


Met 


He 


Lys 


Asn 


Trp 


Leu Leu Gin Thr Gly Gin Asp 


Phe 


Gly Asp He 






35 










40 




45 




Asp 


Val 
50 


Leu 


Ala 


Asp 


Lys 


He 
55 


Leu Lys Gly Lys 


Lys 
60 


Thr 


Ala Asn Phe 


Arg 


Met 


Cys 


Ser 


Cys 


His 


Phe 


Thr Arg Asp Ser 


Tyr 


Met 


Ala Arg Gly 


65 










70 




75 






80 


Ser 


Lys 


Thr 


Thr 


Leu 
85 


Lys 


Pro 


Asn Ala He Pro 
90 


Thr 


He 


Phe Pro Val 
95 


He 


Leu 


Pro 


Thr 
100 


Thr 


Val 


Pro 


Ser 









<210> 50 
<211> 99 
<212> PRT 

<213> Xenopus laevi 
<400> 50 

Met Pro Lys Cys Phe Val Gin Ser Cys Pro His Tyr Thr Gly Arg Asn 

15 10 15 

Gly Lys Pro Asp Asn Val He Leu His Thr Phe Pro Arg Cys Lys Lys 

20 25 30 

Gin Val Gin Val Trp Leu Ser Arg Thr Gly Glu Arg Tyr Glu Asn Met 
35 40 45 



26 



Ala Glu Phe Val Thr 

50 

Cys Ser Glu His Phe 
65 

Arg Arg Leu Met Glu 
85 

Arg Gin Asn 



Tyr lie Thr Gin Arg 

55 

Thr Asp Asp Cys Tyr 
70 

Asn Ser Ala Pro Thr 
90 



Cys Ser Asn Phe Arg Met 
60 

lie Thr Val Glu Gly Lys 
75 80 
lie Phe Lys Thr Thr Phe 
95 



<210> 51 
<211> 104 
<212> PRT 

<213> Xenopus laevi 
<400> 51 



Met 


Thr 


Lys 


Cys 


He 


val 


Lys 


Gly Cys Arg 


His Thr Thr Gly Gin Lys 


1 








5 






10 


15 


Leu 


Lys 


Phe 


Pro 


His 


He 


Val 


Met His Ala 


Phe Pro Ser Asn Leu Lys 






20 








25 


30 


Met 


He 


Lys 


Val 


Trp 


Leu 


Lys 


Gin Thr Gly 


Gin Tyr Gly Asn Asn Leu 






35 










40 


45 


Glu 


Glu 


Met 


Ala 


Leu 


Lys 


Val 


Leu Gly Gly 


Lys Lys Ser Asp Ser Tyr 




50 










55 




60 


Arg 


Leu 


Cys 


Ser 


Ala 


His 


Phe 


Thr Val Asp 


Ser Tyr Ala Leu Arg Arg 


65 










70 






75 80 


Ser 


Lys 


Asn 


Met 


Leu 


Lys 


Lys 


Asp Ala Phe 


Pro Thr Leu Phe Gly Gin 










85 






90 


95 


Asn 


Gin 


He 


Asn 


Ala 


Ala 


Asn 


Val 





100 



<210> 52 

<211> 84 
<212> PRT 

<213> Xenopus laevi 



<400> 52 



Met 


Pro Lys 


Cys 


He Val He 


His 


Cys 


Pro 


His 


Ser Cys 


Ser 


Lys 


Lys 


1 






5 






10 










15 




Val 


Thr Lys 


Asn 


Thr Gly Val 


Val 


Met 


His 


Thr 


Phe 


Pro 


Phe 


Asn 


Leu 






20 






25 










30 






Asp 


Arg He 


Lys 


Asn Trp Leu 


Leu 


Ser 


He 


Asp 


Gin 


Asn 


Phe 


Gly Asn 




35 






40 










45 








He 


Asp Thr 


Leu 


Ala Asn Arg 


He 


Leu 


Glu 


Glu 


Lys 


Lys 


Lys 


His 


Ser 




50 




55 










60 










Asp 


Leu Tyr 


Arg 


Leu Cys Ser 


Glu 


His 


Phe 


Thr 


Pro 


Gin 


Cys 


Tyr 


He 


65 






70 








75 










80 


Ser Thr Gly 


Glu 























<210> 53 
<211> 104 
<212> PRT 

<213> Xenopus laevi 



27 



<400> 53 



Met 


Pro 


Ser 


Cys 


He 


Val 


Lys 


Gly Cys 


Pro His 


Arg 


Thr Gly Gin Lys 


1 








5 










10 




15 


Asp 


Lys 


Phe 


Pro 


Asn 


Val 


Thr 


Leu 


His 


Asn Phe 


Pro 


Lys Thr He Pro 








20 










25 






30 


Lys 


He 


Lys 


Asn 


Trp 


Leu 


Trp 


Gin 


Thr 


Gly Gin Tyr 


Gly Glu Asp Ser 






35 










40 








45 


Asp 


Ala 


He 


Ala 


Glu 


Glu 


He 


Leu 


Gin 


Gly Leu 


Lys 


Thr Cys Arg His 




50 










55 








60 




Arg 


Met 


Cys 


Ser 


Met 


His 


Phe 


Ser 


Glu 


Asn Cys 


Phe 


He Thr Leu Gly 


65 










70 








75 




80 


Ser 


Lys 


Arg 


Val 


Leu 


Thr Arg 


Asn 


Ala 


Val Pro 


Thr 


He Phe Lys Pro 










85 










90 




95 


Gin 


Thr 


Thr 


Pro 


Ala 


He 


Leu 


Ala 











100 



<210> 54 
<211> 104 
<212> PRT 

<213> Xenopus laevi 
<400> 54 



Met 


Pro 


Lys 


Cys 


He 


Leu 


Asn 


Gly Cys 


Pro Tyr Arg 


Thr Gly Gin 


Lys 


1 








5 










10 






15 




Leu 


Lys 


Phe 


Pro 


Asp 


He 


Val 


Leu 


His 


Pro Phe Pro 


Lys 


Ser 


Met 


Glu 








20 










25 






30 






Met 


He 


Arg 


Asn 


Trp 


Leu 


Phe 


Gin 


Thr 


Gly Gin His 


Ala 


Glu 


Asp 


Val 






35 










40 






45 








Glu 


Ser 


Leu 


Ser 


Gin 


Arg 


He 


Tyr 


Gin 


Gly Leu Lys 


Thr 


Ser 


Asn 


Phe 




50 










55 






60 










Arg 


Met 


Cys 


Ser 


Lys 


His 


Phe 


Thr 


Gin 


Asp Cys Tyr 


Met 


Gin 


Val 


Gly 


65 










70 








75 








80 


Ser Arg 


Lys 


Cys 


Leu 


Lys 


Pro 


Asn 


Ala 


Val Pro Thr 


Val 


Phe 


Glu 


Ser 










85 










90 






95 




Tyr 


Asn 


Val 


Pro 


Val 


Thr 


Thr 


Phe 















100 



<210> 55 
<211> 105 
<212> PRT 

<213> Xenopus laevi 



<400> 55 



Asn 


Asn 


Ala 


Ser 


Cys 


He 


Val 


Arg Gly 


Cys His His 


Ser 


Thr 


Ala 


Arg 


1 








5 










10 






15 




Lys 


Cys 


Leu 


Ser 


Pro 


Gly 


He 


Ala 


Leu 


His Gly Phe 


Pro 


Asn 


Asn 


Leu 








20 










25 






30 






Ser 


Arg 


He 


Lys 


Gin 


Trp 


Leu 


Val 


Asn 


He Gly Gin 


Asn 


Val 


Gly Asp 






35 










40 






45 








He 


Asp 


Asp 


Phe 


Ala 


Gin Lys 


Val 


Leu 


Asp Gly Lys 


Lys 


Gin 


Asn 


Ser 




50 










55 






60 










Tyr 


Arg 


He 


Cys 


Ser 


Ala 


His 


Phe 


Ser 


Ser Asp Cys 


Phe 


Val 


Gin 


Phe 


65 










70 








75 








80 


Gly Tyr 


Ser 


Lys 


Gly 


Leu 


Lys 


Ala 


Asp 


Ala Val Pro 


Thr 


He 


Phe 


Ala 










85 










90 






95 





28 



Trp Asn Thr Pro Glu Ser Arg Gly Arg 
100 105 



<210> 56 
<211> 107 
<212> PRT 

<213> Xenopus laevi 



<400> 56 
Met Pro Ser Cys 
1 

Val Leu Tyr Pro 
20 

Met lie Lys Asn 
35 

Asp Ala Phe Ala 
50 

Arg Met Cys Ser 
65 

Ser Lys He Thr 

Leu Pro Pro Ala 
100 



He Val Lys Gly 

5 

Asp Val Val Leu 

Trp Leu Leu Gin 
40 

Glu Lys Val Leu 
55 

Arg His Phe Thr 

70 

Leu Lys Pro Asn 
85 

Ala Ala Val Pro 



Cys Arg His Lys 
10 

His Ser Phe Pro 
25 

Thr Gly Gin Val 

Lys Gly Asn Lys 
60 

Arg Asp Ser Tyr 
75 

Ala Val Pro Thr 
90 

Ser Leu Met 
105 



Ser Gly Gin Lys 
15 

Asn Asn He His 
30 

Phe Gly Asp He 
45 

Thr Ser Ala Phe 

Met Ala Lys Gly 
80 

He Phe Asn Thr 
95 



<210> 57 

<211> 91 

<212> PRT 

<213> Danio rerio 



<400> 57 

Met Val Gin Ser Cys Ser Ala Tyr 

1 5 
Asp Arg He He Ser Phe His Lys 
20 

Cys Val Gin Trp Val Ser Ala Met 

35 40 
Lys Tyr Ser Asn He Cys Ser Gin 

50 55 
Gin Glu Cys Asn Asn Arg Val Leu 
65 70 
Phe Thr Leu Gin Thr Gin Asp Pro 
85 



Gly Cys Asn Asn Arg Tyr Gin Lys 

10 15 
Phe Pro Leu Ala Arg Pro Glu Val 
25 30 
Ser Arg Arg Asn Phe Lys Pro Thr 
45 

His Phe Thr Ser Asp Cys Phe Lys 

60 

Lys Asp Asn Ala Val Pro Ser Leu 

75 80 
Phe Ser Ala 
90 



<210> 58 

<211> 103 

<212> PRT 

<213> Danio rerio 

<400> 58 

Met Pro Arg His Cys Ser Ala Val Gly Cys Lys Ser Arg Asp Thr Lys 

15 10 15 

Asp Val Arg Lys Ser Gly He Thr Phe His Arg Leu Pro Lys Lys Gly 

20 25 30 

Asn Pro Arg Arg Thr Thr Trp He He Asn Ser Arg Arg Lys Gly Pro 



29 



35 40 
Glu Gly Lys Gly Gin Trp Asp Pro 

50 55 
Ser Lys His Phe Thr Pro Asp Ser 
65 70 
Tyr His Arg Leu Lys Asp Asp Ala 
85 

Pro His Lys Lys Gly Thr Ala 
100 



45 

Gin Ser Gly Phe lie Tyr Phe Cys 
60 

Phe Glu Leu Ser Gly Val Ser Gly 

75 80 
He Pro Thr Val Phe Glu He Glu 
90 95 



<210> 59 

<211> 90 

<212> PRT 

<213> Danio rerio 



<400> 59 










Met Pro Gly Phe 


Thr 


Cys 


Cys 


Val 


1 


5 








Arg Asp Arg Asp 


Leu Arg 


Phe 


Tyr 


20 










Arg Glu He Trp 


Leu 


Lys 


Asn 


He 


35 








40 


Phe Ser Thr Phe 


Gin 


Pro 


Thr 


Thr 


50 






55 




Phe Pro Gly Gly 


Arg 


Lys 


Thr 


Tyr 


65 




70 






Pro Leu Arg Gly 


Val 


Asn 


Glu Arg 



85 



Pro Gly Cys Tyr Asn Asn Ser His 

10 15 
Thr Phe Pro Lys Asp Pro Thr Gin 
25 30 
Ser Arg Ala Gly Val Ser Gly Cys 
45 

Gly His Arg Val Cys Ser Val His 

60 

Thr He Arg Val Pro Thr Leu Phe 
75 80 

Arg Ser 
90 



<210> 60 

<211> 96 

<212> PRT 

<213> Danio rerio 



<400> 60 



Met 


Pro 


Asn 


Phe 


Cys 


Ala 


Ala 


Leu 


Asn 


Cys 


Ser Arg 


Asn 


Ser 


Thr 


His 


1 








5 










10 










15 




Ser 


Val 


Leu 


Ala 
20 


Phe 


Phe 


Arg 


Phe 


Pro 

25 


Arg 


Asp 


Pro 


Glu 


Arg 

30 


Cys 


Lys 


Lys 


Trp 


Val 
35 


Glu 


Asn 


Cys 


Ser 


Arg 
40 


Ser 


Asp 


Leu 


Lys 


Asp 
45 


Lys 


Thr 


Pro 


Asp 


His 
50 


Leu 


Asn 


Lys 


Tyr 


His 
55 


Arg 


Leu 


Cys 


Ala 


Arg 
60 


His 


Phe 


Glu 


Pro 


Asn 


Leu 


He 


Thr 


Lys 


Thr 


Ser 


Pro 


Phe 


Arg 


Thr 


Val 


Leu 


Lys 


Asp 


Ser 


65 










70 










75 










80 


Ala 


Val 


Pro 


Thr 


He 
85 


Phe 


Asp 


Asn 


Pro 


Phe 
90 


Lys 


Arg 


Ser 


Asn 


Asn 
95 


Glu 



<210> 61 

<211> 99 

<212> PRT 

<213> Danio rerio 

<400> 61 



30 



Met- 
ric t> 


Dr"0 
cr X. \J 






Cys Val Ala Tyr Gly Cys Gly Lys 


lie 


Ser Gly Gin 










c 
D 












15 




Aon 
noil 


V CLX 




Met 


irne 


Arcj 




T.^re* 2VcT% D>"(^ (^T 11 
JrXO JjyS ASp riU UJLU 


Glu 




J- 


Lys 








20 












30 








Gin 


A TCI 


Gin 


V a± 




Lys 


T^Vi >" 2i "vrt A TTT Aon T't't*! 
inj. Axy y J- -I- p 


Leu 


Ala 


Asn 


Thr 






3 5 










40 


45 








Tvr 

A jr J. 


Ser 


His 


Leu 


Cys 


Asn 


Glu 


His Phe Thr Lys Asp 


Cys 


Phe 


Glu 


Pro 




50 










55 


60 










Lys 


Thr 


Tyr 


Val 


Thr 


Ala 


Lys 


Ala Ser Gly Phe Lys 


Arg 


Leu 


Lys 


Leu 


65 










70 




75 








80 


Lys 


Asp 


Gly 


Ala 


Val 


Pro 


Thr 


Val Phe lie Arg Arg 


Arg 


Cys 


Arg 


Lys 










85 






90 






95 




Cys 


Gly 


Gly 





















<210> 62 

<211> 90 

<212> PRT 

<213> Danio rerio 

<400> 62 

Met Gly Gly Cys Ser Ala Pro Asn 

1 5 
Lys Gin Leu Phe Arg Phe Pro Lys 
20 

Leu Val Asn Cys Arg Arg Asp Phe 

35 40 
Cys Gin Asp His Phe Glu Glu Ser 

50 55 
Pro Ala Gly Gly Arg Lys Leu Lys 
65 70 
Asn Val Pro Asp Pro Pro Ser Pro 
85 



Cys Ser Asn Ser Thr Thr lie Gly 

10 15 
Asp Pro Val Arg Met Arg Lys Trp 
25 30 
Val Pro Thr Pro Cys Ser Arg Leu 
45 

Gin Phe Glu Glu lie Ala Arg Ser 
60 

Pro Asn Ala lie Pro Thr Leu Phe 
75 80 

Val Thr 
90 



<210> 63 

<211> 105 

<212> PRT 

<213> Danio rerio 



<400> 63 




















Met Val Leu 


Asn 


Cys 


Ala Tyr 


Pro Gly Cys 


Leu 


Asn Leu 


Phe 


Lys 


Lys 


1 




5 




10 








15 




Glu Arg Leu 


Arg 


Ser 


Asn Ser 


Ser Ser His 


Gly Gly Lys 


Leu 


Thr 


Phe 




20 






25 






30 






His Arg Phe 


Pro 


Thr 


Leu Glu 


Pro Gly Arg Leu 


Leu Leu 


Trp 


Arg 


Ala 


35 








40 




45 








Ala Leu Gly 


Met 


Asp 


Pro Asp 


Thr Pro Met 


Arg 


Ser Leu 


Arg 


Val 


Trp 


50 






55 






60 








Arg lie Cys 


Ser 


Glu 


His Phe 


Ser Pro Glu 


Asp 


Phe Arg 


Ala 


Val 


Asn 


65 






70 




75 








80 


Gly Asn Lys 


Val 


Leu 


Leu Lys 


Ala Ser Ala 


Val 


Pro Arg 


Val 


Tyr 


Ser 






85 




90 








95 




Thr Pro Ala 


Pro 


Gly Ser Arg 


Ala Asp 














100 






105 













31 



<210> 64 

<211> 99 

<212> PRT 

<213> Danio rerio 



<400> 64 

Met Ala Ser Ser Arg Arg Cys Tyr 

1 5 
Ser Lys Lys Arg His Pro Tyr Leu 
20 

Glu Gly Gin Arg Lys Ser Trp Val 

35 40 
Pro Phe Phe Gin lie Lys Arg Gly 

50 55 
Phe Lys Ala Asp Asp lie Tyr Thr 
65 70 
Asn Pro Gly Ala Ala Pro Arg Leu 
85 

Asp Lys Val 



Cys Ser Val Pro Gly Cys Ser Asn 

10 15 
Ser Phe His Asp Phe Pro Lys Asp 
25 30 
Lys Phe lie Arg Arg Glu Glu Gly 
45 

Ser Thr Phe Val Cys Ser Met His 

60 

Thr lie Ser Gly Arg Arg Lys lie 

75 80 
Phe Ser Trp Asn Asn Trp Ser Thr 
90 95 



<210> 65 

<211> 66 

<212> PRT 

<213> Danio rerio 



<400> 65 
Phe Pro Lys Glu 
1 

Arg Lys Gly Phe 
20 

Phe Arg Pro Gin 
35 

Asp Gly Ala Lys 

50 
His Val 
65 



Asn Val Leu Arg 

5 

Ser Ala Ser Glu 

Asp Leu Asp Arg 
40 

Pro Ser Val Phe 
55 



Lys Gin Trp Glu 

10 

Ser Ser Val Leu 
25 

Thr Gly Gin Thr 

Ser Phe Pro Ala 
60 



lie Ala Leu Lys 

15 

Cys Ser Glu His 
30 

Val Arg Val Arg 
45 

His Met Gin Lys 



<210> 66 

<211> 93 

<212> PRT 

<213> Danio rerio 



<400> 66 

Ser Ser Glu His Cys Cys Val Pro 

1 5 
Asn Ser Ala Val Ser Phe His Thr 
20 

Glu Lys Trp lie Lys Asn lie Arg 

35 40 
His Thr Arg Val Cys Cys Arg His 

50 55 
Pro Arg Asn Pro lie Gly Arg Arg 
65 70 



Leu Cys Gly Ala Ser Ser Arg Phe 

10 15 
Phe Pro Val Ser Thr Glu lie Arg 
25 30 
Arg Glu Lys Leu Asn He Thr Tyr 
45 

Phe Thr Thr Asp Asp Leu He Gin 
60 

Leu Leu Arg Lys Gly Ala Val Pro 
75 80 



32 



Thr Leu Phe Lys Trp Asn Gly Tyr Ser Asp Ala Glu Ala 
85 90 



<210> 67 

<211> 93 

<212> PRT 

<213> Danio rerio 

<400> 67 

Met Pro Asp Phe Cys Ala Ala Tyr 

1 5 
Lys Leu Lys Asp Lys Gly lie Thr 
20 

Lys Arg Arg Gin Ala Trp Thr Leu 

35 40 
Pro Lys Pro Arg Ser Leu Leu Cys 

50 55 
Phe Asp Arg Thr Gly Gin Thr Val 
65 70 
Ser lie Phe Asn Phe Ser Asn Pro 
85 



Gly Cys Ser Asn Glu Arg Thr Lys 

10 15 
Phe His Arg Phe Pro Arg Asp Val 
25 30 
Ala Leu Arg Arg Asp Lys Phe Glu 
45 

Ser Cys His Phe Arg Pro Glu Asp 
60 

Arg Leu Arg Asp Gly Val lie Pro 

75 80 
Leu Ser Lys Leu Ser 
90 



<210> 68 

<211> 97 

<212> PRT 

<213> Danio rerio 

<400> 68 

Met Pro Val Cys Ser Ala Tyr Lys Cys Lys Lys Arg Ser Asp Arg Glu 

15 10 15 

Tyr Lys Glu Ala Tyr Lys Arg Gly Glu Phe Ser Phe His Lys Phe Pro 

20 25 30 

Leu Glu Asp Gly Leu Arg Val Arg Glu Trp Leu Arg Arg Met Arg Trp 

35 40 45 

Gin Asn Trp Trp Pro Thr Gly Asn Ser Val Leu Cys Ser Asp His Phe 

50 55 60 

Glu Lys Asp Cys Phe Glii Gin Val Gly Ser His Lys Arg Leu Arg Lys 
65 70 75 80 

Ser Ala Val Pro Thr lie Phe Asn Phe Pro Lys His Leu Gin Trp Lys 
85 90 95 

Val 



<210> 69 

<211> 90 

<212> PRT 

<213> Danio rerio 

<400> 69 

Met Val Leu Val Cys Ser Ala Tyr 

1 5 
Lys Ser Val Ser Phe His Leu Phe 
20 

Lys Lys Trp Leu Lys Asn Leu Arg 



Asn Cys Lys Asn Thr Leu Arg Asn 

10 15 
Pro Leu Lys Asp Pro Ser Leu Leu 
25 30 
Trp Lys Asp Trp Lys Pro Asn Pro 



33 



35 40 
Asn Ser Lys lie Cys Ser Ala His 

50 55 
Glu Gly Lys Lys Thr Arg Leu His 
65 70 
Ser Phe Pro Asn Arg Phe Ser Glu 
85 



45 

Phe Glu Glu Lys Cys Phe lie Leu 
60 

Thr Trp Ala Val Pro Thr lie Phe 
75 80 

Arg Asn 
90 



<210> 70 

<211> 107 

<212> PRT 

<213> Danio rerio 



<400> 70 
Met Asn Ser lie 
1 

Arg Tyr Cys Cys 
20 

Val He Ser Phe 
35 

Trp Leu His Asn 
50 

Arg Val Cys Ser 
65 

Tyr Pro Thr Ala 

Phe Arg Trp Asn 
100 



Ser Leu Lys Tyr 
5 

Val Pro Phe Cys 

His Lys Leu Pro 
40 

He Arg Arg Lys 

55 

Arg His Phe Thr 
70 

Arg Arg Leu Leu 

85 

Asn Asp Ser Thr 



Leu Arg Arg Glu 
10 

Lys He Ser Ser 
25 

Leu Asp Arg Ala 

Thr Phe Glu Val 

60 

Asn Asp Asp Phe 
75 

Lys Lys Gly Ala 
90 

Ser Gly Gin 
105 



Cys Ala Tyr Ser 
15 

Arg Phe Asn Ser 
30 

Thr Arg Lys Met 
45 

Ser Pro His Val 

He Glu Pro Ser 
80 

Val Pro Thr Leu 
95 



<210> 71 

<211> 89 

<212> PRT 

<213> Danio rerio 



<400> 71 
Leu Arg Leu Arg 
1 

Tyr Ser Leu Pro 
20 

Ala Val Arg Arg 
35 

Arg Val Cys Ser 
50 

Gly Ser Lys Arg 
65 

Ala Leu Pro Gin 



Gin Ser Ala Ser 

5 

Leu Gin Asp Phe 

Asp Thr Lys Ser 
40 

Glu His Phe Ala 
55 

Arg Leu Lys Ser 
70 

He Arg Arg Ala 
85 



Ser His Glu Glu 
10 

Lys Arg Leu Asn 
25 

Ser He Arg Asn 

Gin Asp Asp Phe 
60 

Thr Ala Val Pro 
75 

Gly 



Ser Leu Thr Phe 

15 

Leu Trp Leu Asn 
30 

He Arg Gly Leu 
45 

Ser Leu Asn Arg 

Lys Cys Asn Glu 
80 



<210> 72 

<211> 105 

<212> PRT 

<213> Danio rerio 

<400> 72 



34 



Met Val lie 


Thr Cys 


Ala 


Cys 


Pro Gly Cys Asp Asn Arg Tyr 


T.\/Q 


Thy 

X ill. 


1 


5 










10 














Leu Arg Leu 


Arg Ser 


Asp 


Ser 


Lys 


Phe 


His 


Pro Gly Lys 


Leu 


Th-r 

xXli. 


It lie 




20 








25 










3 0 






His Lys Phe 


Pro Thr 


Ser 


Asp 


Pro 


Glu Arg Leu Lys 


Leu 


Trp 




1-1 c u. 


35 








40 










45 








AL3i Jjeu \jiy 


Lieu A.sp 


±xe 


Asn 


Thr 


Pro 


T All 

Leu 


Ser 


vai 


Leu 


Glu 


Thr 




50 






55 










60 










Arg lie Cys 


Ser Asp 


rllS 


Fne 


Ser 


Pro 


Phe 


Asp 


Phe 


Lys 


Asp 


Thr 


Lys 


65 




70 










75 










80 


Kyxy ber x±e 


vaj. ijj.n 


Leu 


Lys 


Ser 


Trp 


Ala 


Val 


Pro 


Met 


Asn 


Leu 


Ser 




O D 










90 










95 




Glu Gin PJie 


vai Asp 


Asp 


Pro 


Ser 


Lys 


















100 








105 
















<210> 73 


























<211> 96 


























<212> PRT 


























<213> Danio 


rerio 
























<400> 73 


























luff 4^ ^^^^^x 7\ ^ v% 

wee Fro Asp 


Cys Cys 


Ala 




Ala 


Asn 


Cys 


Lys 


Gin 


Ser 


Thr 


Asp 


Gin 


1 


5 










10 










X3 




Ser Ser Val 


Ser Phe 


Phe 


CjlU 


Phe 


Pro 


Leu 


Asp 


Pro 


Asp 


Arg 


C*\rcs. 
v^jr S3 


2iTTT 

Arg 




20 








25 










30 






Gin Trp Val 


Gly Arg Cys 


Asn 


Arg 


Pro Asp 


Leu 


Gin 


Thr 


Lys 


inr 


Pro 


35 








40 










45 








Glu Asp Leu 


His Lys 


Asn 


Tyr 


Lys 


Val 


Cys 


Ser 


Arg 


His 


Phe 


Glu 


Thr 


50 






55 










60 










oer wen j.±e 


Cys Gin 


Gin 


Ser 


Ala 


Val 


Lys 


Cys 


He 


Leu 


Lys 


Asp 


Asp 






70 










75 










80 


Aia vajL Fro 


Thr Leu 


Phe 


Asn 


Phe 


Ser Thr Asn Gin Asp 


Asn 


Ala 


Gin 




85 










90 










95 




<210> 74 


























<211> 91 


























<212> PRT 


























<213> Danio 


rerio 
























<40u> /4 


























wee vax jjys 


Cys Thr 


Val 




Gly Cys 


He 


Asn 


Phe 


Ser 


Asp 


Leu 




1 


5 










10 










1 ^ 
J. 3 




Pro Glu Glu 


Gin Pro 


Asn 


Arg 


Pro 


Arg 


Lys 


Arg 


Phe 


Phe 


Arg 


Phe 


Pro 




20 








25 
















jjys Asp jjys 


Val Leu 


Val 


uy o 


Val 


Trp 


Leu 


Ala 


Ala 


Leu 


Arg 


Asp 


Thr 


35 








40 










45 








Glu Arg Glu 


He Thr 


Asp 


Leu 


His 


Arg 


He 


Cys 


Glu 


Asp 


His 


Phe 


Leu 


50 






55 










60 










Ser His His 


He Thr 


Ala 


Asp 


Gly 


He 


Ser 


Pro Asp 


Ala 


He 


Pro 


He 


65 




70 










75 










80 


Met Pro Pro 


Leu Asp Gly 


Pro 


Val 


Gly Asn Trp 













85 90 



<210> 75 



35 



<211> 84 

<212> PRT 

<213> Danio rerio 



<400> 75 

Met Pro lie Ser Cys Ser Ala Val 

1 5 
Gly Ser Glu lie Arg Phe Tyr Arg 
20 

Ala Glu Gin Trp Val Arg Ser Leu 

35 40 
Gin Asn Ser Cys Leu Cys Ser Glu 

50 55 
Asp Tyr Asn Gly Lys Leu Phe Leu 
65 70 
Phe Ser Asn Ser 



Asp Cys Ser Asn Arg Phe Val Lys 

10 15 
Phe Pro He Ser Lys Pro Gin Leu 
25 30 
Gly Arg Lys Asn Phe Val Pro Thr 
45 

His Phe Gin Pro Asp Cys Phe Arg 
60 

Arg Glu Asp Ala Val Pro Thr He 
75 80 



<210> 76 
<211> 95 
<212> PRT 

<213> Oryzias latipes 
<400> 76 



Met 


Pro 


Asn 


Phe 


Cys 


Ala 


Ala 


Pro 


Asn 


Cys 


Thr 


Arg 


Lys 


Ser 


Thr 


Gin 


1 








5 










10 










15 




Ser 


Asp 


Leu 


Ala 


Phe 


Phe 


Arg 


Phe 


Pro 


Arg Asp 


Pro 


Glu Arg Cys 


Arg 






20 










25 










30 






He 


Trp 


Val 

35 


Glu 


Asn 


Cys 


Arg 


Arg 

40 


Ala 


Asp 


Leu 


Glu 


Ala 
45 


Lys 


Thr 


Ala 


Asp 


Gin 


Leu 


Asn 


Lys 


His 


Tyr 


Arg 


Leu 


Cys 


Ala 


Lys 


His 


Phe 


Asp 


Pro 


50 










55 










60 










Ala 


Met 


Val 


Cys 


Lys 


Thr 


Ser 


Pro 


Tyr 


Arg 


Thr 


Val 


Leu 


Lys 


Asp 


Thr 


65 








70 










75 










80 


Ala 


He 


Pro 


Thr 


He 
85 


Phe 


Asp 


Leu 


Thr 


Ser 
90 


His 


Leu 


Lys 


Asn 


Pro 
95 





<210> 77 
<211> 90 
<212> PRT 

<213> Oryzias latipes 
<400> 77 

Met Pro Thr Gly Cys Ala His Ala 

1 5 
Phe Arg Gly Val Thr Phe His Lys 
20 

Ser Arg Trp Thr Lys Phe Met Lys 

35 40 
Tyr Tyr Asp Arg Val Cys Ser Val 

50 55 
Arg Thr Gly Gin Thr Val Arg Leu 
65 70 
Pro His Leu Pro Trp Arg Phe Pro 
85 



Asn Cys Arg Asn Val Val Gly Lys 

10 15 
Phe Pro Arg Asp Pro Glu Lys Leu 
25 30 
Arg His Glu Ser Trp Val Pro Lys 
45 

His Phe Ser Ser Glu His Phe Asp 
60 

Arg Asp Asn Ala Glu Pro Ser Leu 
75 80 

Lys Ser 
90 



36 



<210> 78 
<211> 94 
<212> PRT 
<213> Oryzias 



latipes 



<400> 78 








Met 


Gin 


Asn 


Arg 


Cys 


Ala Val Leu 


1 








5 




Phe 


Gin 


Pro 


Met 


Phe 


Arg Phe Pro 








20 






Trp 


Val 


Glu 


Lys 


Cys 


Gin Gly Glu 






35 






40 


Gin 


Leu 


Tyr 


Arg 


Tyr 


Tyr Arg He 




50 








55 


Ala 


Phe 


Asp 


Cys 


Asp 


Ala Asp Gly 


65 










70 


Pro 


Thr 


He 


Phe 


Asp 


Ala Ser Val 



85 



Thr Cys Pro Ser Gly Lys Thr . Asp 

10 15 
His Asp Gin Glu Arg Ser Arg Arg 

25 30 
Asn Leu He Gly Lys Ser Pro Glu 
45 

Cys Lys Arg His Phe Glu Thr Ser 
60 

Ala Val Leu Lys Lys Asp Ala Val 

75 80 
Pro Pro Gin Ser Ser Gin 
90 



<210> 79 
<211> 92 
<212> PRT 

<213> Drosophila melanogaster 



<400> 79 






















His 


Met Pro Ala 


His 


Cys 


Ala 


Val 


He 


Asn 


Cys Ser His 


Lys 


Tyr 


Val 


1 




5 










10 






15 




Ala Gly Ser 


He 


Ser 


Phe 


His 


Arg 


Phe 


Pro Phe Lys 


Arg 


Lys 


Asp 


Leu 


20 










25 






30 






Leu Gin Lys 


Trp 


Lys 


Glu 


Phe 


Thr Gin Arg Ser Ala 


Gin 


Trp 


Met 


Pro 


35 










40 






45 








Ser Lys Trp 


Ser 


Ala 


Leu 


Cys 


Ser 


Arg 


His Phe Gly Asp Glu Asp 


Phe 


50 








55 






60 










Asn Cys Ser 


Asn 


Asn 


Arg 


Lys 


Thr 


Leu 


Lys Lys Asn 


Ala 


Val 


Pro 


Ser 


65 






70 








75 








80 


He Arg Val 


Ser 


Glu 


Asp 


Asp 


Ser 


Met 


Ser Gly His 











85 90 



<210> 80 
<211> 90 
<212> PRT 

<213> Drosophila melanogaster 
<400> 80 

Met Pro Thr He Arg Arg Cys Cys 

1 5 
Arg Gin His Pro Ser Met Gin Phe 

20 

Pro Phe His Lys Leu Trp Lys Glu 

35 40 
He Val Pro Phe Lys Lys Pro Val 

50 55 
Ser Val Leu Gly Gly Arg Arg Leu 



He He Gly Cys Leu Ser Asn Ser 

10 15 
Phe Ala Phe Pro Arg Pro Glu Asn 
25 30 
Ala Cys His Ala Ser Leu Arg Arg 
45 

Val Cys Ala Leu His Phe Asp Pro 
60 

Gin Ser Asn Ala Leu Pro Thr Leu 



37 



65 70 
Arg Leu Glu Val Pro Ser Asn Leu 
85 



75 

Glu Ala 
90 



80 



<210> 81 
<211> 104 
<212> PRT 

<213> Drosophila melanogaster 



<400> 81 
Met Arg Cys Ala 
1 

Lys Arg Asn Ala 

20 

Lys Cys Pro Asp 
35 

Glu Glu Ser Leu 
50 

Lys Asp Glu Asp 
65 

Lys Lys Arg Thr 

Gin Glu Ser Gly 
100 



Val Pro Asn Cys 
5 

Ala Gin Gin Gin 

Thr Phe Lys Ala 
40 

Lys Leu Lys Asn 
55 

lie Glu Gly Ser 
70 

Leu Arg Pro Gly 
85 

Ser Asp Arg Ala 



Arg Asn Phe Ser 
10 

Arg Leu Gly Phe 
25 

Trp Leu Ala Phe 

Pro Cys lie Cys 
60 

Leu Lys Phe Glu 
75 

Ala Val Pro Cys 
90 



Asp Cys Arg Ser 
15 

Phe Arg Phe Pro 
30 

Cys Gly Tyr Thr 
45 

lie Glu His Phe 

Met Gly Leu Ala 
80 

Val Asn Lys Ser 
95 



<210> 82 
<211> 96 
<212> PRT 

<213> Drosophila melanogaster 



<400> 82 
Met Gly Gly Thr 
1 

Arg Asn Pro Asn 
20 

Arg Leu Lys Asp 
35 

Ala Pro Pro Ser 
50 

Arg Ala Glu Cys 
65 

Gin Thr Pro Thr 



Lys Cys Cys Phe 
5 

Met His Phe Phe 

Trp Val Arg Asn 
40 

Lys Leu Ala Ala 

55 

Phe Met Asn Tyr 
70 

Leu Phe Arg lie 
85 



Arg Asp Cys Pro 
10 

Lys Phe Pro Val 
25 

Cys Ser Asn Pro 

Lys Thr Val Cys 
60 

Lys Met Asp Arg 
75 

Asn Arg Asp Leu 
90 



Val Gly Ser Ser 
15 

Lys Asp Pro Lys 
30 

Asp Val Ser Asn 
45 

Ala Arg His Phe 

Leu lie Pro Met 
80 

Ala Leu Asp Tyr 
95 



<210> 83 
<211> 96 
<212> PRT 

<213> Drosophila melanogaster 
<400> 83 

Met Ala Thr Arg Ser Cys Ala Tyr 

1 5 
Gly His Glu Asn Ala Leu Thr Lys 
20 



Lys Asp Cys Glu Tyr Tyr Tyr Val 

10 15 
Gly Arg Thr Leu Phe Ala Phe Pro 
25 30 



38 



Lys Gin Pro Gin Arg Ala Arg He Trp His Glu Asn Gly Gin Val His 

35 40 45 

Pro Lys lie Pro His Ser Gin Leu Phe Met Cys Ser Leu His Phe Asp 

50 55 60 

Arg Lys Phe lie Ser Ser Ser Lys Asn Arg Thr Leu Leu Val Gly Glu 
65 70 75 80 

Ala Val Pro Phe Pro Tyr Glu Glu Ser Ser Ser Lys Pro Glu Glu Glu 
85 90 95 



<210> 84 

<211> 87 
<212> PRT 

<213> Drosophila melanogaster 
<400> 84 

Met Lys Tyr Cys Lys Phe Cys Cys Lys Ala Val Thr Gly Val Lys Leu 

1 5 . 10 15 

He His Val Pro Lys Cys Ala He Lys Arg Lys Leu Trp Glu Gin Ser 

20 25 30 

Leu Gly Cys Ser Leu Gly Glu Asn Ser Gin He Cys Asp Thr His Phe 

35 40 45 

Asn Asp Ser Gin Trp Lys Ala Ala Pro Ala Lys Gly Gin Thr Phe Lys 

50 55 60 

Arg Arg Arg Leu Asn Ala Asp Ala Val Pro Ser Lys Val He Glu Pro 
65 70 75 80 

Glu Pro Glu Lys He Lys Glu 
85 



<210> 85 
<211> 92 

<212> PRT 

<213> Anopheles gambiae 
<400> 85 

Met Pro Ala Ser Cys Val He Pro 

1 5 
Gly Asp Asp Val Ser Phe His Lys 
20 

Leu Lys Gin Trp He Gin Phe Thr 

35 40 
Thr Lys Trp Ser Ala Leu Cys Ser 

50 55 
Lys Gly Cys Ala Ala Arg Lys He 
65 70 
Val Arg Asn Ala Val Ala Ala Lys 
85 



Asp Cys Asp Leu Lys Tyr Thr His 

10 15 
Phe Pro Leu Lys Ser Pro Glu Leu 
25 30 
Gly Arg Asp Glu Gly Trp His Pro 
45 

Arg His Phe Val Ala Ser Asp Phe 
60 

Leu Leu Pro Thr Ala Val Pro Ser 

75 80 
Ala Gin Pro Asn 
90 



<210> 86 
<211> 108 
<212> PRT 

<213> Anopheles gambiae 
<400> 86 

Met Ser Ala Val Arg Ser Cys Ala Leu Cys Gin Asn Arg Ser Asn He 



39 
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m n 


Gin 


Thr 


Asp Asp Ala Leu 


Glu 


Arg 


He 


Thr 


Tyr His 


Lys 
























30 




Phe 


Pro 


Thr 

^ D 


Asn 


Pro 


Val 


Arg Arg Asp 

A. n 


Arg 


Trp 


He 


Glu 
45 


Phe Cys 


Asp 


Leu 


Pro 
50 


Lys 


Glu 


Ser 


Phe 


Pro Lys Ser 
55 


Ala 


Tyr 


Lys 
60 


Phe 


Leu Cys 


Ser 


Ser 


His 


Phe 


Thr 


Pro 


Glu 


Cys Phe Glu 


Arg Asp 


Leu Arg Gly Glu Leu 


65 










70 






75 








80 


Leu 


Tyr 


Gly 


Thr 


Lys 
85 


Arg 


Met Thr Leu 


Gin 
90 


Lys 


Asp 


Ala 


Met Pro 
95 


Thr 


He 


Arg 


Ser 


Val 
100 


Ser 


Gin 


Gin Leu Lys 
105 


Arg 


Thr 


Thr 









<210> 87 
























<211> 100 
























<212> PRT 
























<213> Anopheles 


gambiae 


















<400> 87 
























Met Trp Asp 


Cys 


Ala 


Val 


He Gly Cys 


Pro 


Asn 


Ser 


Arg 


Phe 


Asn 


Ala 


1 




5 






10 










15 




Gin Lys Thr 


Arg 


Pro 


Arg 


He Ser Phe 


His 


Val 


Phe 


Pro 


His 


Pro 


val 




20 






25 










30 






Arg Glu Ser 


Asn 


Arg 


Phe 


Arg Arg Trp 


Leu 


Ala 


Leu 


He 


Asn 


Asn 


Pro 


35 








40 








45 








Arg Leu Phe 


Arg 


Leu 


Asp 


Pro Leu Asn 


Val 


Phe 


Lys 


Ser 


Val 


Arg 


Val 


50 








55 






60 










Cys Arg Arg 


His 


Phe 


Gly Pro Asp Cys 


Phe 


Asn 


Gly Val 


Cys 


Arg Asn 


65 






70 






75 










80 


Leu Leu Pro 


Thr 


Ala 


He 


Pro Thr Leu 


Asn 


Leu 


Pro 


Glu 


Val 


Arg 


Pro 






85 






90 










95 





Val Ala Leu Val 



100 



<210> 88 
<211> 95 
<212> PRT 

<213> Anopheles gambiae 
<400> 88 



Met Gly 


He 


Arg 


Lys 


Cys 


He 


Val 


Pro 


Glu 


Cys 


Pro 


Ser 


Ser Ser Ala 


1 








5 










10 








15 


Arg 


Pro 


Glu 


Asp 


Arg Gly Val 


Thr 


Tyr 


His 


Lys 


He 


Pro 


Tyr Leu Asp 








20 










25 










30 


Glu 


Met 


Lys 


Arg 


Leu 


Trp 


He 


Val 


Ala 


Cys 


His 


Leu 


Pro 


Asp Asp Tyr 






35 










40 










45 




Phe 


Ala 


Thr 


Lys 


Ala 


Ser 


Asn 


Val 


Cys 


Ser 


Arg 


His 


Phe 


Arg Arg Ala 




50 










55 










60 






Asp 


Phe 


Gin 


Glu 


Phe 


Lys 


Gly Lys 


Lys 


Tyr 


Val 


Leu 


Lys 


Leu Gly Val 


65 










70 










75 






80 


Val 


Pro 


Thr 


Val 


Phe 


Pro 


Trp 


Thr 


Val 


Thr 


Lys 


Pro 


Pro Gly Glu 










85 










90 








95 



40 



<210> 89 
<211> 107 
<212> PRT 

<213> Anopheles gambiae 
<400> 89 



Met Gly 


Lys 


He 


Ser 


Gly Ser His Cys Leu Val Leu Gly Cys 


Arg Asn 


1 








5 


10 




15 




Arg 


Gin 


Leu 


Leu 


Asn 


Gin Ala Asn He Arg Ser Tyr Phe 


Arg 


Phe 


Pro 






20 




25 


30 






Arg 


Asp 


Ala 

35 


Asp 


Leu 


Cys Lys Lys Trp Val Asp Phe Cys 
40 45 


Asn 


Arg 


Pro 


Glu 


Leu 
50 


Tyr 


Lys 


Lys 


Tyr Asp Glu Asn Gly Pro Glu Tyr 
55 60 


Leu 


Tyr 


Lys 


Ser 


Ser 


Arg 


He 


Cys 


Ser Asp His Phe Gin Pro Ala Asp 


Phe 


Asn 


Asn 


65 










70 75 






80 


Pro 


Asn 


Leu 


Phe 


Ser 
85 


Gin Gly Leu Lys Lys Gly Ser Val 
90 


Pro 


Ser 
95 


Val 


Asn 


Pro 


Ala 


Asn 
100 


Leu 


Glu Ala Ala Lys Pro His 
105 









<210> 90 
<211> 104 
<212> PRT 
<213> Anoph< 



les gambiae 



<400> 90 
























Met Thr Asn 


Cys 


Ser 


Cys Ala Val 


Ala 


Asp 


Cys 


Asn 


Asn 


Asn 


Arg 


Arg 


1 




5 






10 










15 




Asn Val Arg 


Lys 


Arg 


Met Leu Asp 


He Gly Phe His 


Thr 


Phe 


Pro 


Ser 




20 






25 










30 






Asp Pro Val 


Gin Arg 


Gin Arg Trp 


Val 


Lys 


Phe 


Cys 


Gin 


Arg 


Glu 


Pro 


35 






40 










45 








Ser Trp Gin 


Pro 


Lys 


Ser Cys Asp 


Ser 


Met 


Cys 


Ser 


Val 


His 


Phe 


Lys 


50 






55 








60 










Asp Thr Asp 


Tyr 


Gin 


Met Ser His 


Ser 


Pro 


Leu 


He 


Arg 


Leu 


Ala 


Thr 


65 






70 






75 










80 


Asn Leu Arg 


Arg 


Leu 
85 


Lys Pro Asp 


Val 


He 
90 


Pro 


Thr 


He 


Arg 


Lys 
95 


Gly 


Arg Ala He 


Pro. 
100 


Val 


Ala Ala Arg 



















<210> 91 
<211> 95 
<212> PRT 
<213> Anopheles 

<400> 91 
Met Gly Gly Cys 
1 

Ser Arg Lys Glu 
20 

Arg Leu He Glu 
35 

Leu Pro Val Asp 



gambiae 

Arg Cys Thr Phe 

5 

Leu His Tyr Phe 

Trp Ala Lys Asn 
40 

Lys Val Ser Asn 



Arg Asp Cys Glu 
10 

Arg Tyr Pro Val 
25 

Ala Asp Arg Leu 
Lys Val Val Cys 



Asn Gly Thr Ala 

15 

Arg Asp Gin Glu 
30 

Glu Phe Val Asp 
45 

Gin Glu His Phe 



41 



50 55 60 

Glu Arg Lys Met Phe Met Asn Asp Leu Arg Asp Arg Leu Thr Lys Met 
65 70 75 80 

Ala lie Pro Arg Leu Met Val Met Pro Asp Glu Thr He Val Asn 
85 90 95 



<210> 92 
<211> 97 
<212> PRT 
<213> Anopheles 



gambiae 



<400> 92 
Met Lys Cys Phe 
1 

Tyr Thr Ser Val 
20 

Gin Gin Trp Phe 
35 

Ala Leu Val Asp 
50 

Asp Cys Phe Gly 

65 

Thr Ala Leu Pro 
Lys 



Val Ser Gly Cys 

5 

Phe Tyr Val Asn 

Thr Leu Leu Glu 
40 

Gly Arg Ser Lys 
55 

His His Pro Val 

70 

Thr Val Phe Pro 
85 



Asp Thr Asp Asp 
10 

Cys Pro Thr Asp 
25 

Val Thr Asp Pro 

Val Cys Ser Cys 
60 

Tyr Gly Tyr Arg 
75 

Pro Arg Lys Glu 
90 



Asn Val Val Ser 
15 

Pro Thr He Gin 
30 

Asp Ala Met Arg 
45 . 

His Phe Thr Glu 

Tyr Leu Leu Ala 
80 

He Glu Gin Pro 
95 



<210> 93 

<211> 92 

<212> PRT 

<213> Bombyx mori 



<400> 93 

Met Pro Arg Cys Ser Val He Val 

1 5 
Asn Tyr Lys Lys Asp Ser He Ser 
20 

Lys He Lys Glu Met Trp He Asn 

35 40 
Phe Pro Thr Lys Asn His Thr He 

50 55 
Cys Phe Gin Pro Leu Lys Lys Val 
65 70 
Pro Thr Leu Lys Leu Arg Met Val 
85 



Cys Lys Asn Asn Ser Cys He Val 

10 15 
Phe His Thr Tyr Pro Lys Asp Pro 
25 30 
Ala Thr Gly Arg Gly Pro Ser Trp 
45 

Cys Ser Ser His Phe Glu Pro Lys 
60 

Arg Arg Leu Phe Glu Trp Ser Val 

75 80 
Leu Met Asn Tyr 
90 



<210> 94 

<211> 96 

<212> PRT 

<213> Bombyx mori 



<400> 94 

Met Pro Asp Thr His Arg Thr Cys Glu Val Cys Gly He Lys Glu Arg 
15 10 15 



42 



His Leu Thr Glu 
20 

Arg Cys Lys Gin 

35 

Leu Gin Val His 
50 

Phe Ser Arg Arg 
65 

Ala Val Pro Lys 



Lys Arg Phe Phe 

Trp Val Lys Met 
40 

Met Leu His Asp 

55 

Asp Phe Thr Lys 
70 

Leu Asn Leu Thr 
85 



Ala Arg Phe Pro 
25 

Val Gly Lys Glu 

Leu Lys His Val 

60 

Ser Lys Lys Arg 
75 

Leu Pro Pro Leu 
90 



Leu Asp Val Asn 
30 

Asp Leu Ala Tyr 
45 

Cys Glu Ala His 

Leu Lys Lys Arg 
80 

Arg Asp Glu lie 

95 



<210> 95 
<211> 89 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 95 

Met Pro Thr Thr Cys Gly Phe Pro 

1 5 
Arg Gly Leu Glu Asp Asn Arg His 
20 

Leu lie Leu Arg Gin Arg Trp Leu 

35 40 
Thr Val Val Ser Gin Leu Arg lie 

50 55 
Glu Lys Lys Glu Gly Asp lie Pro 
65 70 
Gin lie Lys lie Glu Leu Pro Pro 
85 



Asn Cys Lys Phe Arg Ser Arg Tyr 

10 15 
Phe Tyr Arg lie Pro Lys Arg Pro 
25 30 
Thr Ala lie Gly Arg Thr Glu Glu 
45 

Cys Ser Ala His Phe Glu Gly Gly 
60 

Val Pro Asp Pro Thr Val Asp Lys 
75 80 

Lys 



<210> 96 
<211> 100 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 96 



Met Tyr Gly 


Val 


Gin 


Ser 


Glu 


Cys Val Leu 


Cys Ala 


His 


Ala Asn 


Asp 


1 




5 






10 






15 




Cys Thr Ala 


Met 


He 


Pro 


Phe 


Pro Gly Pro Asp Asp 


Glu 


Lys Leu 


Arg 


20 








25 






30 




Thr Lys Trp 


He 


Asn 


Ser 


Met 


Cys Arg Glu 


Pro Trp 


He 


Tyr Arg 


Tyr 


35 










40 




45 






Leu Ser Thr 


Arg 


Leu 


Glu 


Lys 


Pro Gly Arg 


His Tyr 


Leu 


Cys Ala 


Ser 


50 








55 




60 








His Phe Asn 


Arg 


Asn 


Ser 


Leu 


Arg Tyr His 


Ala Gly Leu Gly Leu Trp 


65 






70 






75 






80 


Arg Arg Ala 


Ala 


Ala 


Cys 


Pro 


Val Leu Ala 


Cys Thr 


Thr 


Asp Glu 


Glu 




85 






90 






95 




Arg Gin Glu 


Val 
100 



















<210> 97 
<211> 86 
<212> PRT 



43 



<213> Caenorhabditis elegans 



<400> 97 

Met Glu His Pro Leu Gin Cys Cys Tyr Cys Leu Glu Val Tyr Glu Lys 

1 5 10 15 

Arg Tyr Met Thr Gin Val Pro Lys Thr Glu Gin Arg He Ala Arg Trp 

20 25 30 

Val Ala He Leu Gly Glu Gin Phe Arg He Arg Leu Arg Met Lys Pro 

35 40 45 

Ala Asn Tyr Met Cys Arg Lys His Phe Pro Gin Ala Asp Phe Ser Ser 

50 55 60 

Arg Gly Arg Leu Leu Lys Thr Ala Val Pro Asn Val Val Ser Gin Glu 
65 70 75 80 . 

Lys Val Leu Ala Phe Lys 
85 



<210> 98 
<211> 97 
<212> PRT 

<213> Caenorhabditis elegans 



<400> 98 
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Arg 
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He 
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Lys 


Tyr Lys 


Asp He 


Leu 
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Lys 


35 






40 






45 








Met Gly Pro Val 


Ser Phe 
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He Ala Ala Gly Pro 


He 


Cys 


Thr 


Glu 
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His Phe Ala Glu 


Glu Cys 


Phe 


Arg 


Asn His 


Asn Phe 


Asn 


Lys 


Ser 


Ala 
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He Glu Ala Phe 


Gly Val 


Pro 


Val 


Ala He 


Ser Pro 


Asp 


Val 


Lys 


Thr 
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<210> 99 
<211> 210 
<212> PRT 

<213> Mus musculus 



<400> 99 



Met 


Val 


Gin 


Ser 


Cys 


Ser 


Ala Tyr Gly Cys 


Lys 


Asn 


Arg 


Tyr Asp 


Lys 
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Asp 


Lys 


Pro 


Val 


Ser 


Phe 


His 


Lys 


Phe 


Pro 


Leu 


Thr 


Arg 


Pro 


Ser 


Leu 
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25 
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Cys 


Lys 


Gin 


Trp 


Glu 


Ala 


Ala 


Val 


Lys 


Arg 


Lys 


Asn 


Phe 


Lys 


Pro 


Thr 
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40 










45 








Lys 


Tyr 


Ser 


Ser 


He 


Cys 


Ser 


Glu 


His 


Phe 


Thr 


Pro 


Asp 


Cys 


Phe 


Lys 
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Arg 


Glu 


Cys 


Asn 


Asn 


Lys 


Leu 


Leu 


Lys 


Glu 


Asn 


Ala 


Val 


Pro 


Thr 


He 
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70 










75 










80 


Phe 


Leu 


Tyr 


He 


Glu 


Pro 


His 


Glu 


Lys 


Lys 


Glu Asp 


Leu 


Glu 


Ser 


Gin 
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Glu 


Gin 


Leu 


Pro 
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Ser 


Pro 


Ser 


Pro Pro 

105 


Aia 


oer urJ.ll vcLX 


Ann 


Ala 


Ala 


He 


Gly 


Leu 


Leu 


Met 


Pro 


Pro 


Leu Gin 


Thr 


D'K**^ 2VC!T> HQTI 
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Leu 


Ser 


Val 
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Phe 


Cys 


Asp 


His 


Asn Tyr 


Thr 


Val Glu 


Asp 


Thr Met His 


Gin 


Ara 


Lys 
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135 






140 








Arg 


He 


Leu 




Leu 


Glu 


Gin 


Gin Val 


Glu 


Lys Leu Arg 


Lvs 


Lvs 


Leu 


145 










150 








155 






160 


Lys 


Thr 


Ala 


Gin 


Gin 


Arg 


Cys 


Arg Arg 


Gin 


Glu Arg Gin 


Leu 


Glu 


Lys 
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Leu 


Lys 


Glu 


Val 


Val 


His 


Phe Gin Arg Glu Lys Asp Asp 


Ala 


Ser 


Glu 
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185 






190 






Arg Gly 


Tyr 


Val 


He 


Leu 


Pro 


Asn Asp 


Tyr 


Phe Glu He 


val 


Glu 


Val 
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Ala 
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<211> 217 




























<212> PRT 




























<213> Mus musculus 
























<400> 100 




























Met Pro 


Thr 


Asn 


Cys 


Ala 


Ala 


Ala 


Gly Cys 


Ala 


Ala 


Thr 


Tyr 


Asn 


Lys 
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His He 


Asn 


He 


Ser 


Phe 


His 


Arg 


Phe 


Pro 


Leu Asp 


Pro 


Lys 


Arg 


Arg 
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25 










30 






Lys Glu 


Trp 


Val 


Arg 


Leu 


Val 


Arg 


Arg 


Lys 


Asn 


Phe 


Val 


Pro 


Gly 


Lys 


35 










40 










45 








His Thr 


Phe 


Leu 


Cys 


Ser 


Lys 


His 


Phe 


Glu 


Ala 


Ser 


Cys 


Phe 


Asp 


Leu 


50 










55 










60 










Thr Gly Gin 


Thr Arg Arg 


Leu 


Lys 


Met 


Asp 


Ala 


Val 


Pro 


Thr 


He 


Phe 
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70 










75 










80 


Asp Phe 


Cys 


Thr 


His 


He 


Lys 


Ser 


Leu 


Lys 


Leu 


Lys 


Ser 


Arg 


Asn 


Leu 
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Leu Lys 


Thr 


Asn 


Asn 


Ser 


Phe 


Pro 


Pro Thr Gly 


Pro 


Cys 


Asn 


Leu 


Lys 




100 










105 










110 






Leu Asn 


Gly 


Ser 


Gin 


Gin 


Val 


Leu 


Leu 


Glu 


His 


Ser 


Tyr 


Ala 


Phe 


Arg 




115 










120 










125 








Asn Pro 


Met 


Glu 


Ala 


Lys 


Lys 


Arg 


He 


He 


Lys 


Leu 


Glu 


Lys 


Glu 


He 


130 










135 










140 










Ala Ser 


Leu 


Arg 


Lys 


Lys 


Met 


Lys 


Thr 


Cys 


Leu 


Gin 


Arg 


Glu 


Arg 


Arg 


145 




150 










155 










160 


Ala Thr 


Arg 


Arg 


Trp 


He 


Lys 


Ala 


Thr 


Cys 


Phe 


Val 


Lys 


Ser 


Leu 


Glu 




165 










170 
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Ala Ser 


Asn 


Met 


Leu 


Pro 


Lys 


Gly 


He 


Ser 


Glu 


Gin 


He 


Leu 


Pro 


Thr 






180 










185 










190 






Ala Leu 


Ser 


Asn 


Leu 


Pro 


Leu 


Glu 


Asp 


Leu 


Lys 


Ser 


Leu Glu Gin Asp 
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200 










205 








Gin Gin 


Asp 


Lys 


Thr 


Val 


Pro 


He 


Leu 
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<210> 101 
<211> 218 
<212> PRT 
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<213> Mus musculus 



<400> 101 


















Met 


Pro Lys 


Ser Cys Ala Ala Arg Gin Cys Cys 


Asn Arg 


Tyr 


Ser Ser 


1 


5 






10 








15 


Arg 


Arg Lys 


Gin Leu Thr Phe 


His 


Arg 


Phe Pro 


Phe 


Ser 


Arg 


Pro Glu 


20 




25 








30 




Leu 


Leu Arg 


Glu Trp Val Leu 


Asn 


He 


Gly Arg 


Ala 


Asp 


Phe 


Lys Pro 




35 




40 








45 






Lys 


Gin His 


Thr Val lie Cys 


Ser 


Glu 


His Phe 


Arg 


Pro 


Glu 


Cys Phe 


50 


55 








60 








Ser 


Ala Phe 


Gly Asn Arg Lys 


Asn 


Leu 


Lys His 


Asn 


Ala 


Val 


Pro Thr 


65 




70 






75 








80 


Val 


Phe Ala 


Phe Gin Asn Pro 


Thr 


Glu 


Val Cys 


Pro 


Glu 


Val 


Gly Ala 






85 






90 








95 


Gly Gly Asp 


Ser Ser Gly Arg 


Asn 


Met 


Asp Thr 


Thr 


Leu 


Glu 


Glu Leu 






100 




105 








110 




Gin 


Pro Pro 


Thr Pro Glu Gly 


Pro 


Val 


Gin Gin 


Val 


Leu 


Pro Asp Arg 




115 




120 








125 






Glu 


Ala Met 


Glu Ala Thr Glu Ala Ala Gly Leu 


Pro 


Ala 


Ser 


Pro Leu 




130 


135 








140 








Gly 


Leu Lys 


Arg Pro Leu Pro Gly Gin 


Pro Ser Asp 


His 


Ser 


Tyr Ala 


145 


150 






155 








160 


Leu 


Ser Asp 


Leu Asp Thr Leu 


Lys 


Lys 


Lys Leu 


Phe 


Leu 


Thr 


Leu Lys 




165 






170 








175 


Glu 


Asn Lys 


Arg Leu Arg Lys 


Arg 


Leu 


Lys Ala Gin Arg 


Leu 


Leu Leu 




180 




185 








190 




Arg 


Arg Thr 


Cys Gly Arg Leu Arg Ala Tyr Arg Glu Gly Gin Pro Gly 




195 




200 








205 






Pro Arg Ala 


Arg Arg Pro Ala Gin Gly Ser 












210 
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<210> 102 
<211> 205 
<212> PRT 

<213> Mus musculus 
<400> 102 



Met 


Val 


He 


Cys 


Cys 


Ala 


Ala 


Val Asn Cys Ser Asn Arg Gin Gly Lys 


1 






5 






10 15 




Gly Glu 


Lys 


Arg 


Ala 


Val 


Ser 


Phe His Arg Phe Pro Leu Lys Asp 


Ser 






20 








25 30 




Lys Arg 


Leu 


He 


Gin Trp Leu Lys Ala Val Gin Arg Asp Asn Trp 


Thr 






35 










40 45 




Pro 


Thr 


Lys 


Tyr 


Ser 


Phe 


Leu 


Cys Ser Glu His Phe Thr Lys Asp 


Ser 




50 










55 


60 




Phe 


Ser 


Lys 


Arg 


Leu 


Glu 


Asp 


Gin His Arg Leu Leu Lys Pro Thr 


Ala 


65 








70 




75 


80 


Val 


Pro 


Ser 


He 


Phe 


His 


Leu 


Ser Glu Lys Lys Arg Gly Ala Gly Gly 
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His 


Gly 


His 


Ala 


Arg 


Arg 


Lys 


Thr Thr Ala Ala Met Arg Gly His 


Thr 






100 








105 110 




Ser 


Ala 


Glu 


Thr 


Gly Lys 


Gly Thr He Gly Ser Ser Leu Ser Ser. 


Ser 






115 










120 125 




Asp 


Asn 


Leu 


Met 


Ala 


Lys 


Pro 


Glu Ser Arg Lys Leu Lys Arg Ala 


Ser 


130 










135 


140 
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Leu Gin Asp Asp Ala Ala Pro Lys 

145 150 

Glu Gin Gly Gin Ser Leu Glu Lys 

165 

Pro Leu Ala Arg Gly Gin Glu Glu 
180 

Asp His Gin Lys Ala Ser Ser Ser 
195 200 



Val Thr Pro Gly Ala Val Ser Gin 
155 160 
Thr Pro Gly Asp Asp Pro Ala Ala 

170 175 
Ala Gin Ala Ser Ala Thr Glu Ala 
185 190 
Thr Asp Ala Glu Gly 
205 



<210> 103 
<211> 186 
<212> PRT 
<213> Mus musculus 

<400> 103 



He 


Leu 


Gin 


Ala 


Phe Gly Ser Leu Lys Lys Gly Asp Val Leu 


Cys 


Ser 


1 








5 






10 






15 




Arg 


His 


Phe 


Lys 
20 


Lys 


Thr 


Asp 


Phe Asp Arg Ser 

25 


Thr 


Leu Asn 

30 


Thr 


Lys 


Leu 


Lys 


Ala 


Gly 


Ala 


He 


Pro 


Ser He Phe Glu 


Cys 


Pro Tyr 


His 


Leu 




35 










40 




45 






Gin 


Glu 
50 


Lys 


Arg 


Glu 


Lys 


Leu 
55 


His Cys Arg Lys 


Asn 
60 


Phe Leu 


Leu 


Lys 


Thr 


Leu 


Pro 


He 


Thr 


His 


His 


Gly Arg Gin Leu 


Val 


Gly Ala 


Ser 


Cys 


65 










70 




75 








80 


He 


Glu 


Glu 


Phe 


Glu 
85 


Pro 


Gin 


Phe He Phe Glu 

90 


His 


Ser Tyr 


Ser 

95 


Val 


Met 


Asp 


Ser 


Pro 
100 


Lys 


Lys 


Leu 


Lys His Lys Leu 
105 


Asp 


Arg Val 
110 


He 


He 


Glu 


Leu 


Glu 
115 


Asn 


Thr 


Lys 


Glu 


Ser Leu Arg Asn 
120 


Val 


Leu Ala 
125 


Arg 


Glu 


Lys 


His 
130 


Phe 


Gin 


Lys 


Ser 


Leu 
135 


Arg Lys Thr He 


Met 
140 


Glu Leu 


Lys 


Asp 


Glu 


Ser 


Leu 


He 


Ser Gin Glu Thr Ala Asn Ser Leu Gly Ala 


Phe 


Cys 


145 










150 




155 








160 


Trp 


Glu 


Cys 


Tyr 


His 


Glu 


Ser Thr Ala Gly Gly Cys 


Ser Cys 


Glu 


Val 
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170 






175 




He 


Ser 


Tyr 


Met 
180 


Leu 


His 


Leu 


Gin Leu Thr 
185 











<210> 104 
<211> 194 
<212> PRT 

<213> Mus musculus 
<400> 104 

Met Pro Arg His Cys Ser Ala Ala 

1 5 
Glu Thr Arg Asn Arg Gly He Ser 
20 

Asn Pro Arg Arg Gly Leu Trp Leu 

35 40 
Ser Gly Gin Gly Leu Trp Asp Pro 

50 55 
Ser Lys His Phe Glu Glu Asn Cys 



Gly Cys Cys Thr Arg Asp Thr Arg 

10 15 
Phe His Arg Leu Pro Lys Lys Asp 
25 30 
Ala Asn Cys Gin Arg Leu Asp Pro 
45 

Thr Ser Glu Tyr He Tyr Phe Cys 
60 

Phe Glu Leu Val Gly He Ser Gly 
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c c 
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1 C\ 7 ^ 

/ VJ /J 


80 


Tyr 




Arg 


Leu 


Lys Glu Gly Ala Val Pro Thr He Phe Glu Ser 


Phe 
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Sei* 


Lys 


Leu 


Arg 

inn 


Arg Thr Ala Lys Thr Lys Gly His Gly Tyr Pro 
105 110 


Pro 


Gly 


Leu 


Pro 


Asp 


Val Ser Arg Leu Arg Arg Cys Arg Lys Arg Cys 


Ser 






115 




120 125 




Glu 


Arg 




vjxy 


Pro Thr Thr Pro Phe Ser Pro Pro Pro Arg Ala Asp 




lo 0 






135 140 




lie 


lie 


Cys 


piie 


Pro Val Glu Glu Ala Ser Ala Pro Ala Thr Leu 


Pro 


145 






150 155 


160 


Ala 


Ser 


Pro 


Ala 


Val Arg Leu Asp Pro Gly Leu Asn Ser Pro Phe 
165 170 175 


Ser 


Asp 


Leu 


Leu 


Gly 


Pro Leu Gly Ala Gin Ala Asp Glu Ala Gly Cys 


Ser 






180 


185 190 




Thr 


Gin 











<210> 105 
<211> 305 
<212> PRT 
<213> Mus musculus 



<400> 105 



Met 


Pro 


Gly 


Phe 


Thr 


Cys 


Cys 


Val 


Pro Gly Cys Tyr Asn Asn Ser His 
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10 


15 


Arg Asp 


Lys 


Ala 


Leu 


His 


Phe 


Tyr 


Thr 


Phe 


Pro Lys Asp Ala Glu Leu 
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25 




30 


Arg 


Arg 


Leu 


Trp 


Leu 


Lys 


Asn 


Val 


Ser Arg Ala Gly Val Ser Gly Cys 
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40 






45 


Phe 


Ser 


Thr 


Phe 


Gin Pro Thr Thr Gly His Arg Leu Cys Ser Val His 




50 










55 








60 


Phe 


Gin 


Gly 


Gly 


Arg 


Lys 


Thr 


Tyr 


Thr 


Val 


Arg Val Pro Thr He Phe 
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70 
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Pro 


Leu 


Arg 


Gly 


Val Asn Glu Arg Lys Val Ala Arg Arg Pro Ala Gly 
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Ala 


Ala 


Ala 


Ala 


Arg Arg Arg 
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Gin 


Gin 


Gin Gin Gin Gin Gin Gin 
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Gin 
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Gin 


Gin 


Gin 


Gin Pro Ser Pro Ser Ser 
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Ser 


Thr 


Ala 


Gin 


Thr 


Thr 


Gin 


Leu 


Gin 


Pro 


Asn Leu Val Ser Ala Ser 
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135 








140 


Ala 


Ala 


Val 


Leu 


Leu 


Thr 


Leu 


Gin 


Ala 


Ala 


Val Asp Ser Asn Gin Ala 


145 










150 










155 160 


Pro Gly 


Ser 


Val 


Val 


Pro 


Val 


Ser 


Thr 


Thr 


Pro Ser Gly Asp Asp Val 
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175 


Lys 


Pro 


He 


Asp 


Leu 


Thr 


Val 


Gin 


Val 


Glu 


Phe Ala Ala Ala Glu Gly 
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185 




190 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ser 


Glu 


Leu Glu Ala Ala Thr Ala Gly 






195 










200 






205 


Leu 


Glu 


Ala 


Ala 


Glu 


Cys 


Thr Leu Gly Pro Gin Leu Val Val Val Gly 




210 










215 








220 


Glu 


Glu 


Gly 


Phe 


Pro Asp Thr Gly Ser Asp 


His Ser Tyr Ser Leu Ser 


225 








230 










235 240 


Ser Gly 


Thr 


Thr 


Glu 


Glu 


Glu 


Leu 


Leu Arg 


Lys Leu Asn Glu Gin Arg 



245 250 255 



48 



Asp He Leu Ala Leu Met Glu Val 
260 

He Arg His Leu Arg Leu Thr Glu 
275 280 
Glu Lys Asp Arg Leu Leu Ala Met 
290 295 

Met 
305 



Lys Met Lys Glu Met Lys Gly Ser 
265 270 
Ala Lys Leu Arg Glu Glu Leu Arg 
285 

Ala Val He Arg Lys Lys His Gly 
300 



<210> 106 

<211> 305 
<212> PRT 

<213> Mus musculus 



<400> 106 



Met 


Pro 


wX jr 


Phe 


Thr 


Cys 


Cys 


Val 


Pro Gly Cys Tyr Asn 


Asn Ser His 


1 






5 










10 




15 


Arg Asp 


J 


Ala 


Leu 


His 


Phe 


Tyr 


Thr 


Phe 


Pro Lys Asp 


Ala Glu Leu 


















25 






30 


Arg 


Arg 


Leu 




Leu 


Lys 


Asn 


Val 


Ser Arg Ala Gly Val 


Ser Gly Cys 
















40 






45 




Phe 


Ser 


Thr 


Phe 


Gin Pro Thr Thr Gly His Arg Leu Cys 


Ser Val His 




50 










55 








60 




Phe 


Gin 


Glv 


Glv 


Arg 


Lys 


Thr 


Tyr 


Thr 


Val 


Arg Val Pro 


Thr He Phe 
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70 










75 


80 


Pro 


Leu 




Glv 


Val 


Asn 


Glu 


Arg 


Lys 


Val 


Ala Arg Arg 


Pro Ala Gly 
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90 




95 


Ala 


Ala 


Ala 


Ala 


Arg 


Arg 


Arg 


Gin 


Gin 


Gin 


Gin Gin Gin 


Gin Gin Gin 
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105 






110 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Leu 


Gin 


Gin 


Gin 


Gin Pro Ser 


Pro Ser Ser 






115 










120 






125 




Ser 


Thr 


Ala 


Gin 


Thr 


Thr 


Gin 


Leu 


Gin 


Pro 


Asn Leu Val 


Ser Ala Ser 




130 










135 








140 




Ala 


Ala 


Val 


Leu 


Leu 


Thr 


Leu 


Gin 


Ala 


Ala 


Val Asp Ser 


Asn Gin Ala 


145 










150 










155 


160 


Pro Gly 


Ser 


Val 


Val 


Pro 


Val 


Ser 


Thr 


Thr 


Pro Ser Gly Asp Asp Val 










165 










170 




175 


Lys 


Pro 


He 


Asp 


Leu 


Thr 


Val 


Gin Val Glu Phe Ala Ala Ala Glu Gly 






180 










185 






190 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ser Glu Leu Glu Ala Ala Thr Ala Gly 






195 










200 






205 




Leu 


Glu 


Ala 


Ala 


Glu 


Cys 


Thr Leu Gly Pro Gin Leu Val 


Val Val Gly 




210 










215 








220 




Glu 


Glu 


Gly 


Phe 


Pro 


Asp 


Thr 


Gly 


Ser 


Asp 


His Ser Tyr 


Ser Leu Ser 


225 










230 










235 


240 


Ser Gly 


Thr 


Thr 


Glu 


Glu 


Glu 


Leu 


Leu Arg 


Lys Leu Asn Glu Gin Arg 










245 










250 




255 


Asp 


He 


Leu 


Ala 


Leu 


Met 


Glu 


Val 


Lys 


Met 


Lys Glu Met 


Lys Gly Ser 






260 










265 






270 


He 


Arg 


His 


Leu 


Arg Leu Thr Glu Ala Lys Leu Arg Glu 


Glu Leu Arg 




275 










280 






285 




Glu 


Lys 


Asp 


Arg 


Leu 


Leu 


Ala 


Met 


Ala 


Val 


He Arg Lys 


Lys His Gly 




290 










295 








300 





Met 
305 
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<210> 107 
<211> 652 
<212> PRT 

<213> Mus musculus 



<400> 107 

Met Pro Asn Phe Cys Ala Ala Pro Asn Cys Thr Arg Lys Ser Thr Gin 

15 10 15 

Ser Asp Leu Ala Phe Phe Arg Phe Pro Arg Asp Pro Ala Arg Cys Gin 

20 25 30 

Lys Trp Val Glu Asn Cys Arg Arg Ala Asp Leu Glu Asp Lys Thr Pro 

35 40 45 

Asp Gin Leu Asn Lys His Tyr Arg Leu Cys Ala Lys His Phe Glu Thr 

50 55 60 

Ser Met lie Cys Arg Thr Ser Pro Tyr Arg Thr Val Leu Arg Asp Asn 
65 70 75 80 

Ala lie Pro Thr lie Phe Asp Leu Thr Ser His Leu Asn Asn Pro His 

85 90 95 

Ser Arg His Arg Lys Arg lie Lys Glu Leu Ser Glu Asp Glu lie Arg 

100 105 110 

Thr Leu Lys Gin Lys Lys lie Glu Glu Thr Ser Glu Gin Glu Gin Glu 

115 120 125 

Thr Asn Thr Asn Ala Gin Asn Pro Ser Ala Glu Ala Val Asn Gin Gin 

130 135 140 

Asp Ala Asn Val Leu Pro Leu Thr Leu Glu Glu Lys Glu Asn Lys Glu 
145 150 155 160 

Tyr Leu Lys Ser Leu Phe Glu lie Leu Val Leu Met Gly Lys Gin Asn 

165 170 175 

lie Pro Leu Asp Gly His Glu Ala Asp Glu Val Pro Glu Gly Leu Phe 

180 185 190 

Ala Pro Asp Asn Phe Gin Ala Leu Leu Glu Cys Arg lie Asn Ser Gly 

195 200 205 

Glu Glu Val Leu Arg Lys Arg Phe Glu Ala Thr Ala Val Asn Thr Leu 

210 215 220 

Phe Cys Ser Lys Thr Gin Gin Arg His Met Leu Glu lie Cys Glu Ser 
225 230 235 240 

Cys He Arg Glu Glu Thr Leu Arg Glu Val Arg Asp Ser His Phe Phe 

245 250 255 

Ser He He Thr Asp Asp Val Val Asp lie Ala Gly Glu Glu His Leu 

260 265 270 

Pro Val Leu Val Arg Phe Val Asp Asp Ala His Asn Leu Arg Glu Glu 

275 280 285 

Phe Val Gly Phe Leu Pro Tyr Glu Ala Asp Ala Glu lie Leu Ala Val 

290 295 300 

Lys Phe His Thr Thr He Thr Glu Lys Trp Gly Leu Asn Met Glu Tyr 
305 310 315 320 

Cys Arg Gly Gin Ala Tyr He Val Ser Ser Gly Phe Ser Ser Lys Met 

325 330 335 

Lys Val Val Ala Ser Arg Leu Leu Glu Lys Tyr Pro Gin Ala Val Tyr 

340 345 350 

Thr Leu Cys Ser Ser Cys Ala Leu Asn Ala Trp Leu Ala Lys Ser Val 

355 360 365 

Pro Val He Gly Val Ser Val Ala Leu Gly Thr He Glu Glu Val Cys 

370 375 380 

Ser Phe Phe His Arg Ser Pro Gin Leu Leu Leu Glu Leu Asp Ser Val 
385 390 395 400 



50 



He Ser Val Leu 

Glu He Cys His 
420 

Leu Val Asp Leu 
435 

Asn Ser Asp Thr 
450 

Phe Val Leu Cys 
465 

Val Val Leu Lys 

Leu Gin Gly Gin 
500 

Ala Val Leu His 
515 

His Glu Phe Trp 
530 

He Gin Met Lys 
545 

Leu Glu Ser Gin 

Val Pro Thr Val 
580 

Glu Gin His Leu 
595 

Met Gly Gin Leu 

610 

Tyr Arg Ser Asp 
625 

Cys Trp Arg lie 



Phe Gin Asn Ser 
405 

Ser Gin Trp Thr 

Leu Gin Ala Leu 
440 

Asn Val Arg Trp 
455 

Ser Ala Val Thr 
470 

Asn Val Leu Ser 

485 

Thr Ser Asp Val 

Ser Leu Asn Glu 
520 

Phe Glu Glu Ala 
535 

Leu Pro Gly Lys 

550 

Leu Thr Ser Glu 
565 

Glu His He He 

Lys Ala Leu Lys 
600 

Lys Phe Asn Thr 

615 

Leu Pro Asn Pro 
630 

Lys Trp Lys His 
645 



Glu Glu Arg Ala 
410 

Gly Arg His Asp 
425 

Val Leu Cys Leu 

Asn Asn Tyr He 
460 

Asp Phe Asp Phe 
475 

Phe Thr Arg Ala 
490 

Phe Phe Ala Ala 
505 

Val Met Glu Asn 

Thr Asn Leu Ala 
540 

Phe Arg Arg Ala 

555 

Ser Tyr Tyr Lys 
570 

Gin Glu Leu Lys 
585 

Cys Leu Ser Leu 

Ser Glu Glu His 

620 

Asp Thr Leu Ser 
635 

Arg Gly Lys Asp 
650 



Lys Glu Leu Lys 
415 

Ala Phe Glu He 

430 

Asp Gly He He 
445 

Ala Gly Arg Ala 

He Val Thr He 
480 

Phe Gly Lys Asn 
495 

Ser Ser Leu Thr 
510 

He Glu Val Tyr 
525 

Thr Lys Leu Asp 

Gin Gin Gly Asn 
560 

Asp Thr Leu Ser 
575 

Asp He Phe Ser 
590 

Val Pro Ser Val 
605 

His Ala Asp Met 

Ala Glu Leu His 
640 



<210> 108 
<211> 180 
<212> PRT 
<213> Rattus 



norvegicus 



<220> 

<223> RAT THAP 



<221> UNSURE 

<222> 95 

<223> Xaa = any of the twenty amino acids 



<400> 108 

Arg Gin Cys Cys Asn Arg Tyr Ser 

1 5 
His Arg Phe Pro Phe Ser Arg Pro 
20 

Asn He Gly Arg Ala Asp Phe Lys 

35 40 
Ser Glu His Phe Arg Pro Glu Cys 

50 55 
Asn Leu Lys His Asn Ala Val Pro 
65 70 



Ser Arg Arg Lys Gin Leu Thr Phe 

10 15 
Glu Leu Leu Arg Glu Trp Val Leu 
25 30 
Pro Lys Gin His Thr Val He Cys 
45 

Phe Ser Ala Phe Gly Asn Arg Lys 
60 

Thr Val Phe Ala Phe Gin Asn Pro 
75 80 



51 





Gin 


Val. 


Cys 


Pro 


Glu Val Gly Ala 


Gly Gly Asp 


Ser Ser Xaa 


Arg 








85 






90 


95 




Asn 


Met 


no ^ 


Ala 


Thr 




nl 11 Glu Leu 


Gin Ser Pro Asn Thr Glu Gly 






TOO 

X v v 






105 




110 




Pro 


Met 


Gin 
115 


Gin 


Val 


Leu 


Pro Asp Arg 

120 


Gin Ala Thr 


Glu Ala Met 

125 


Glu 


Ala 


Ala 


Gly 


Leu 


Pro 


Ala 


Glv Pro Leu 


Gly Leu Lys 


Arg Pro Leu 


Pro 




130 








135 


140 






Gly Gin 


Pro 


Ser 


Asp 


His 


Ser Tyr Ala 


Leu Leu Asp 


Leu Asp Thr 


Leu 


145 










150 




155 




160 


Lys 


Lys 


Lys 


Leu 


Phe 


Leu 


Thr Leu Lys 


Glu Asn Lys 


Arg Leu Arg 


Lys 




165 






170 


175 




Arg 


Leu 


Lys 


Ala 
180 















<210> 109 
<211> 82 
<212> PRT 

<213> Rattus norvegicus 
<400> 109 

Met Val Lys Cys Cys Ser Ala lie 

1 5 
Asn Ser Lys Leu Lys Gly Leu Thr 
20 

Asn lie Lys Arg Lys Trp Val Leu 

35 40 
Thr Ala Gly lie Trp Glu Pro Ser 

50 55 
lie Phe Met Glu Asn Leu Phe Phe 
65 70 
Ala Val 



Gly Cys Ala Ser Arg Cys Leu Pro 

10 15 
Phe His Val Phe Pro Thr Asp Glu 
25 30 
Ala Met Lys Arg Leu Asp Val Asn 
45 

Leu Gin Pro Glu Ser Phe Tyr Phe 

60 

lie Leu Pro Pro Gin Leu Ser His 
75 80 



<210> 110 
<211> 309 
<212> PRT 

<213> Rattus norvegicus 



<400> 110 



Met 


Pro 


Arg 


His 


Cys 


Ser Ala Ala Gly Cys 


Cys 


Thr 


Arg 


Asp 


Thr 


Arg 


1 






5 


10 










15 




Glu 


Thr 


Arg 


Asn 


Arg 


Gly lie Ser Phe His 


Arg 


Leu 


Pro 


Lys 


Lys 


Asp 






20 




25 








30 






Asn 


Pro 


Arg 


Arg 


Gly 


Leu Trp Leu Ala Asn 


Cys 


Gin Arg 


Leu Asp 


Pro 






35 






40 






45 








Ser 


Gly 
50 


Gin 


Gly 


Leu 


Trp Asp Pro Thr Ser 
55 


Glu 


Tyr 
60 


lie 


Tyr 


Phe 


Cys 


Ser 


Lys 


His 


Phe 


Glu 


Glu Asn Cys Phe Glu 


Leu 


Val 


Gly 


He 


Ser Gly 


65 








70 


75 










80 


Tyr 


His 


Arg 


Leu 


Lys 


Glu Gly Ala Val Pro 


Thr 


lie 


Phe 


Glu 


Ser 


Phe 






85 


90 










95 




Ser 


Lys 


Leu 


Arg 


Arg 


Thr Ala Lys Thr Lys 


Val 


His 


Gly Tyr 


Pro 


Pro 






100 




105 








110 






Gly 


Leu 


Pro 


Asp 


Val 


Ser Arg Leu Arg Arg 


Cys 


Arg 


Lys 


Arg 


Cys 


Ser 



52 



115 

Glu Arg Gin Gly 
130 

He He Arg Phe 
145 

Ala Ser Pro Ala 

Asp Leu Leu Gly 
180 

Ala Gin Pro Ser 
195 

Val Ser Pro Ser 
210 

Tyr He Gin Asn 
225 

Lys Arg Arg Ala 

Gin Leu Gin Ala 
260 

Thr Lys Leu Gin 
275 

Ala Arg Gin Thr 
290 

Ser Ser Ser Met 
305 



120 

Pro Thr He Pro 
135 

Pro Val Glu Glu 
150 

Ala Arg Leu Asp 
165 

Pro Leu Gly Ala 

Pro Glu Gin His 
200 

Thr Tyr Met Leu 
215 

Glu His Ser Tyr 
230 

Glu Ala Ala Leu 
245 

Cys Lys Arg Arg 

Gin Glu Arg Ala 
280 

Leu Lys Asp His 
295 

Ala 



Phe Ser Pro Pro 
140 

Ala Ser Ala Pro 
155 

Pro Gly Leu Asn 
170 

Gin Ala Asp Glu 

185 

Pro Ser Pro Leu 

Arg Leu Pro Pro 
220 

Gin Val Gly Ser 
235 

Asp Ala Leu Asp 
250 

Glu Gin Arg Leu 
265 

Arg Glu Lys Arg 

Val Gin Asp Phe 
300 



125 

Pro Arg Ala Asp 

Ala Thr Leu Pro 
160 

Ser Pro Phe Ser 
175 

Ala Gly Cys Ser 
190 

Glu Pro Gin His 
205 

Pro Ala Gly Ala 

Ala Leu Leu Trp 
240 

Lys Thr Gin Arg 
255 

Arg Leu Arg Leu 
270 

Ala Gin Ala Asp 
285 

Ala Met Gin Leu 



<210> 111 
<211> 142 
<212> PRT 

<213> Rattus norvegicus 

<400> 111 

Met Pro Asn Phe Cys Ala Ala Pro Asn Cys Thr Arg Lys Ser Thr Gin 

15 10 15 

Ser Asp Leu Ala Phe Phe Arg Phe Pro Arg Asp Pro Ala Arg Cys Gin 

20 25 30 

Lys Trp Val Glu Asn Cys Arg Arg Ala Asp Leu Glu Asp Lys Thr Pro 

35 40 45 

Asp Gin Leu Asn Lys His Tyr Arg Leu Cys Ala Lys His Phe Glu Thr 

50 55 60 

Ser Met He Cys Arg Thr Ser Pro Tyr Arg Thr Val Leu Arg Asp Asn 
65 70 75 80 

Ala He Pro Thr He Phe Asp Leu Thr Ser His Leu Asn Asn Pro His 

85 90 95 

Ser Arg His Arg Lys Arg He Lys Glu Leu Ser Glu Asp Glu He Arg 

100 105 110 

Thr Leu Lys Gin Lys Lys He Glu Glu Thr Ser Glu Gin Glu Gin Gly 

115 120 125 

Thr Asn Ser Asn Ala Gin Tyr Pro Ser Ala Glu Val Gly Asn 
130 135 140 



<210> 112 
<211> 104 
<212> PRT 
<213> Sus scrofa 



53 



<400> 112 







uy o 


y & 




Ser 


Ala 


He Glv Cvs 


Ala 


Ser Arg 


Cys 


Leu 


Pro 


± 




c 






10 










15 




Asn 




Lys 






Gly 


Leu 


Thr Phe His 


Val 


Phe 


Pro 


Thr 


Asp 


Glu 
















25 








30 






Lys 


Val 


Lys 


Arq 


Lys 


Trp 


Val 


Leu Ala Met 


Lys 


Arg 


Leu 


Asp 


Val 


Asn 




35 










40 






45 








Ala 


Ala 


Gly 


Met 


Trp 


Glu 


Pro 


Lys Lys Gly 


Asp 


Val 


Leu 


Cys 


Ser 


Arg 




50 










55 






60 










His 


Phe 


Lys 


Lys 


Thr 


Asp 


Phe 


Asp Arg Thr 


Thr 


Pro 


Asn 


He 


Lys 


Leu 


65 










70 






75 










80 


Lys 


Pro 


Gly 


Val 


He 


Pro 


Ser 


He Phe Asp 


Ser 


Pro 


Ser 


His 


Leu 


Thr 






85 






90 










95 




Gly Glu 


Glu 


Arg 


Lys 


Ala 


Pro 


Leu 















100 



<210> 113 
<211> 235 
<212> PRT 
<213> Sus scrofa 

<220> 

<221> UNSURE 
<222> 57, 124, 192 

<223> Xaa = any of the twenty amino acids 



<400> 113 



Met 


Pro 


Arg 


His 


Cys 


Ser 


Ala 


Ala Gly Cys Cys Thr Arg Asp 


Thr 


Arg 


1 






5 






10 




15 




Glu 


Thr 


Arg 


Asn Arg 


Gly 


He 


Ser Phe His Arg Leu Pro 


Lys 


Lys 


Asp 






20 








25 


30 






Asn 


Pro 


Arg 


Arg Gly 


Leu 


Trp 


Leu Ala Asn Cys Gin Arg 


Leu 


Asp 


Pro 






35 










40 45 








Ser 


Gly 


Gin 


Gly Leu 


Trp 


Asp 


Pro Xaa Ser Glu Tyr He 


Tyr 


Phe 


Cys 




50 










55 


60 








Ser 


Lys 


His 


Phe 


Glu 


Glu 


Asn 


Cys Phe Glu Leu Val Gly 


He 


Ser Gly 


65 








70 




75 






80 


Tyr 


His 


Arg 


Leu 


Lys 


Glu 


Gly 


Ala Val Pro Thr He Phe 


Glu 


Ser 


Phe 








85 






90 




95 




Ser 


Lys 


Leu 


Arg 


Arg 


Thr 


Ala 


Lys Thr Lys Gly His Ser 


Tyr 


Pro 


Pro 






100 








105 


110 






Gly 


Pro 


Pro 


Asp 


Val 


Ser 


Arg 


Leu Arg Arg Cys Xaa Lys 


Arg 


Cys 


Ser 




115 










120 125 








Glu Gly 


Arg 


Gly 


Pro 


Thr 


Thr 


Pro Phe Ser Pro Pro Pro 


Pro 


Ala 


Asp 




130 










135 


140 








Val 


Thr 


Cys 


Phe 


Pro 


Val 


Glu 


Glu Ala Ser Ala Pro Ala 


Ala 


Leu 


Ser 


145 








150 




155 






160 


Ala 


Ser 


Pro 


Thr 


Gly 
165 


Arg 


Leu 


Glu Pro Gly Leu Ser Ser 
170 


Pro 


Phe 
175 


Ser 


Asp 


Leu 


Leu 


Gly 


Pro 


Leu 


Gly 


Ala Gin Ala Asp Glu Ala Gly Cys 


Xaa 






180 








185 


190 






Thr 


Gin 


Pro 
195 


Ser 


Pro 


Glu 


Arg 


Glu Pro Glu Arg Gin Pro 
200 205 


Ser 


Pro 


Leu 


Glu 


Pro 
210 


Arg 


Pro 


Val 


Ser 


Pro 
215 


Ser Ala Tyr Met Leu Arg 
220 


Leu 


Pro 


Pro 



54 



Pro Ala Gly Ala Tyr lie Gin Asn Glu His Ser 
225 230 235 



<210> 114 
<211> 149 
<212> PRT 
<213> Sus scrofa 

<400> 114 

Met Thr Arg Ser Cys Ser Ala Val Gly Cys Ser Thr Arg Asp Thr Val 

15 10 15 

Leu Ser Arg Glu Arg Gly Leu Ser Phe His Gin Phe Pro Thr Asp Thr 

20 25 30 

He Gin Arg Ser Gin Trp He Arg Ala Val Asn Arg Met Asp Pro Arg 

35 40 45 

Ser Lys Lys He Trp He Pro Gly Pro Gly Ala Met Leu Cys Ser Lys 

50 55 60 

His Phe Gin Glu Ser Asp Phe Glu Ser Tyr Gly He Arg Arg Lys Leu 
65 70 75 80 

Lys Lys Gly Ala Val Pro Ser Val Ser Leu Tyr Lys Val Leu Gin Gly 

85 90 95 

Ala His Leu Lys Gly Lys Ala Arg Gin Lys He Leu Lys Gin Pro Leu 

100 105 110 

Pro Asp Asn Ser Gin Glu Val Ala Thr Glu Asp His Asn Tyr Ser Leu 

115 120 125 

Lys Gly Pro Leu Thr He Gly Ala Glu Lys Leu Ala Glu Val Gin Gin 

130 135 140 

Met Leu Gin Val Ser 
145 



<210> 115 
<211> 43 
<212> PRT 

<213> Mus musculus 

<400> 115 

Val Leu Glu Asp Val Ala Ala Ala Glu Gin Gly Leu Arg Glu Leu Gin 

15 10 15 

Arg Gly Arg Arg Gin Cys Arg Glu Arg Val Cys Ala Leu Arg Ala Ala 

20 25 30 

Ala Glu Gin Arg Glu Ala Arg Cys Arg Asp Gly 
35 40 



<210> 116 
<211> 45 
<212> PRT 

<213> Mus musculus 
<400> 116 

Gin Leu Glu Gin Gin Val Glu Lys Leu Arg Lys Lys Leu Lys Thr Ala 

15 10 15 

Gin Gin Arg Cys Arg Arg Gin Glu Arg Gin Leu Glu Lys Leu Lys Glu 

20 25 30 

Val Val His Phe Gin Arg Glu Lys Asp Asp Ala Ser Glu 



55 



35 



40 



45 



<210> 117 
<211> 45 
<212> PRT 

<213> Homo sapiens 
<400> 117 

Gin Leu Glu Gin Gin Val Glu Lys Leu Arg Lys Lys Leu Lys Thr Ala 

15 10 15 

Gin Gin Arg Cys Arg Arg Gin Glu Arg Gin Leu Glu Lys Leu Lys Glu 

20 25 30 

Val Val His Phe Gin Lys Glu Lys Asp Asp Val Ser Glu 
35 40 45 



<210> 118 
<211> 342 
<212> PRT 
<213> Homo sapiens 

<400> 118 

Met Ala Thr Gly Gly Tyr Arg Thr Ser Ser Gly Leu Gly Gly Ser Thr 

1 5 10 15 

Thr Asp Phe Leu Glu Glu Trp Lys Ala Lys Arg Glu Lys Met Arg Ala 

20 25 30 

Lys Gin Asn Pro Pro Gly Pro Ala Pro Pro Gly Gly Gly Ser Ser Asp 

35 40 45 

Ala Ala Gly Lys Pro Pro Ala Gly Ala Leu Gly Thr Pro Ala Ala Ala 

50 55 . 60 

Ala Ala Asn Glu Leu Asn Asn Asn Leu Pro Gly Gly Ala Pro Ala Ala 
65 70 75 80 

Pro Ala Val Pro Gly Pro Gly Gly Val Asn Cys Ala Val Gly Ser Ala 

85 90 95 

Met Leu Thr Arg Ala Pro Pro Ala Arg Gly Pro Arg Arg Ser Glu Asp 

100 105 110 

Glu Pro Pro Ala Ala Ser Ala Ser Ala Ala Pro Pro Pro Gin Arg Asp 

115 120 125 

Glu Glu Glu Pro Asp Gly Val Pro Glu Lys Gly Lys Ser Ser Gly Pro 

130 135 140 

Ser Ala Arg Lys Gly Lys Gly Gin He Glu Lys Arg Lys Leu Arg Glu 
145 150 155 160 

Lys Arg Arg Ser Thr Gly Val Val Asn He Pro Ala Ala Glu Cys Leu 

165 170 175 

Asp Glu Tyr Glu Asp Asp Glu Ala Gly Gin Lys Glu Arg Lys Arg Glu 

180 185 190 

Asp Ala He Thr Gin Gin Asn Thr lie Gin Asn Glu Ala Val Asn Leu 

195 200 205 

Leu Asp Pro Gly Ser Ser Tyr Leu Leu Gin Glu Pro Pro Arg Thr Val 

210 215 220 

Ser Gly Arg Tyr Lys Ser Thr Thr Ser Val Ser Glu Glu Asp Val Ser 
225 230 235 240 

Ser Arg Tyr Ser Arg Thr Asp Arg Ser Gly Phe Pro Arg Tyr Asn Arg 

245 250 255 

Asp Ala Asn Val Ser Gly Thr Leu Val Ser Ser Ser Thr Leu Glu Lys 
260 265 270 



56 



Lys lie Glu 


Ast) 


Leu 


Glu 


Lvs 


Glu 


Val 


Val 


Thr 


Glu 


Arg 


Gin 


Glu 


Asn 


275 










280 










285 








Leu Arg Leu 


Val 


Arq 


Leu 


Met 


Gin 


Asp 


Lys 


Glu 


Glu 


Met 


He 


Gly Lys 


290 








295 










300 










Leu Lvs Glu 


Glu 


lie 


Asp 


Leu 


Leu 


Asn 


Ara 


Asp 


Leu 


Asp 


Asp 


He 


Glu 


305 






310 










315 










320 


Asp Glu Asn 


Glu 


Gin 


Leu 


Lvs 


Gin 


Glu 


Asn 


Lvs 


Thr 


Leu 


Leu 


Lys 


Val 






325 










330 










335 




Val Gly Gin 


Leu 


Thr 


Ara 
























340 


























<210> 119 




























<211> 134 




























<212> PRT 




























<213> Homo sapiens 
























<400> 119 




























Met Ala Gin 


Ser 


Leu 


Ala 


Leu 


Ser 


Leu 


Leu 


He 


Leu 


Val 


Leu 


Ala 


Phe 


1 




5 










10 










15 




Gly lie Pro 


Arg 


Thr 


Gin 


Gly 


Ser 


Asp 


Gly 


Gly Ala 


Gin Asp 


Cys 


Cvs 




20 










25 










30 






Leu Lys Tyr 


Ser 


Gin 


Arcr 


Lvs 


He 


Pro 


Ala 


Lys 


Val 


Val 


Arg 


Ser 


Tvr 

A jr J. 


35 










40 










45 








Arg Lys Gin 


Glu 


Pro 


Ser 


Leu 


Gly 


Cys 


Ser 


He 


Pro 


Ala 


He 


Leu 


Phe 


50 








55 










60 










Leu Pro Arg 


Lys 


Arg 


Ser 


Gin 


Ala 


Glu 


Leu 


Cys 


Ala 


Asp 


Pro 


Lys 


Glu 


65 






70 










75 










80 


Leu Trp Val 


Gin 


Gin 


Leu 


Met 


Gin 


His 


Leu 


Asp 


Lys 


Thr 


Pro 


Ser 


Pro 






85 










90 










95 




Gin Lys Pro 


Ala 


Gin 


Gly 


Cys 


Arg 


Lys 


Asp 


Arg Gly 


Ala 


Ser 


Lys 


Thr 




100 










105 










110 






Gly Lys Lys 


Gly 


Lys 


Gly 


Ser 


Lys 


Gly 


Cys 


Lys 


Arg 


Thr 


Glu 


Arg 


Ser 


115 










120 










125 








Gin Thr Pro 


Lys 


Gly 


Pro 






















130 





























<210> 120 

<2H> 766 

<212> PRT 

<213> Drosophila melanogaster 



<400> 120 



Met Lys 


Tyr 


Cys 


Lys 


Phe 


Cys 


Cys 


Lys 


Ala 


Val 


Thr 


Gly Val 


Lys 


Leu 


1 






5 










10 










15 




He His 


Val 


Pro 


Lys 


Cys 


Ala 


He 


Lys 


Arg 


Lys 


Leu 


Trp 


Glu 


Gin 


Ser 






20 










25 










30 






Leu Gly 


Cys 


Ser 


Leu 


Gly 


Glu 


Asn 


Ser 


Gin 


He 


Cys 


Asp 


Thr 


His 


Phe 




35 










40 










45 








Asn Asp 


Ser 


Gin 


Trp 


Lys 


Ala 


Ala 


Pro 


Ala 


Lys 


Gly 


Gin 


Thr 


Phe 


Lys 


50 










55 










60 










Arg Arg 


Arg 


Leu 


Asn 


Ala 


Asp 


Ala 


Val 


Pro 


Ser 


Lys 


Val 


He 


Glu 


Pro 


65 








70 










75 










80 


Glu Pro 


Glu 


Lys 


He 


Lys 


Glu 


Gly 


Tyr 


Thr 


Ser Gly 


Ser 


Thr 


Gin 


Thr 








85 










90 










95 




Glu Ser 


Cys 


Ser 


Leu 


Phe 


Asn 


Glu 


Asn 


Lys 


Ser 


Leu 


Arg 


Glu 


Lys 


He 



57 









X u u 










1 A C 










1 T A 
X X U 






Arg 


Th Y* 

XXil. 


Leu 


VjX u. 


iyr 


VjX u 


rlc 


Arg 


Arg 


Leu 


m 11 

oX u. 


\jX11 


ni n 


T.011 
XJC u 


A T*<*T 

Arg 


m 11 

wXU 
















T O A 










IOC 

xZd 










nl n 




T 

Leu 




f2l 11 
oXU 


Ser 


T All 


Arg 


Lys 


Tl 

X Xc 


PVio 


xllx 


Asp 


inx 


m n 
uxn 




±j U 










IOC 

1 J b 










1 >l A 
X4 U 














Tl #a 
XXC 


XjCU 


Lys 


Asn 


fJl v 


rsi v 


m n 


Arg 


Al a 
nXd 


xxix 


irllC 


A csn 
noil 


Co V 

OCX 


A GT*\ 

nop 












1 C A 










ICC 
XOD 










T iCA 
XOU 


7\ Q 




OCX 


XXiX 


Al a 


Tl ^ 
X xc 


v.-y o 


T .Ai 1 
XjCU 


nx o 


XllX 


Al a 
nXcL 


nl V 

wxy 


IrX w 


nx y 


Al a 

nXCl 


xyr 










ICC 

loo 










T "7 A 
X / U 










T "7 C 
X / D 




A cj n 




XjCIX 


iyr 


Lys 


T A/G 

Xjy o 


wxy 


Jriic 


JrX U 


T .01 1 
XjCLL 


XrX tJ 


Cot* 
OCX 


A ytt 

Arg 


XliX 


XilX 


T.01 1 

XlCU 


















X03 










T QA 






TH/"!" 




irp 


TiOii 
XJCU. 


OCX 


A ey> 
nop 


Val 

V dX 


A er^ 
na^ 


Tl <a 
XXC 


T A7C 

xiy 0 


Arg 


fil V 

wxy 


v^y 0 


T.01 1 
XJCU 


A on 
no^ 


Val 
V dX 
















o n A 
4S U u 










7 At; 








VCLX 




A Q y\ 
ASp 




Moi- 
rlcu 


Aop 


OCX 


Aop 


nl vr 

VjrXy 


Va 1 
Veix 


Aop 


Asp 


Al a 
nXd 


A er^ 
nop 


Xiy 0 


T .01 1 
XjcU 




z 1 u 




















0 0 A 










Cys 


V aX 


Leu 


al a 
Axa 


flic 


Asp 


nl n 
vjx U. 


inc t. 


Lys 


vax 


Ala 

AX a 


Al a 

Axa 


Ala 
AX a 


PVio 
IT lie 


ni n 


Tyr 


o o c 










O "3 A 
-iJ O U 










z J b 










0 /I A 


Asp 


Ser 


Ser 


nl a 
A±a 


Asp 


Tl o 

± j.e 


V a J. 


Tyr 


V7XU 


Pro 


Ser 


Asp 


Tyr 


vax 


vjxn 


Leu 




















OCA 










0 c c 








\/al 
vox 


Arg 


vjxy 


Leu 


Lys 


Lys 


Ser 


Trp 


Lys 


m n 


Pro 


Val 

vax 


PVio 


PVio 
rTlc 








OCA 




















OTA 
Z f\J 






A OT^ 

no ^ 




Asn 


ixix 


Arg 


I*iC L. 


Asp 


D -V- <^ 

Jr X O 


Asp 


Tnr 


Leu 


Asn 


Asn 


Tl 0 

XXC 


T.01 1 
XjcU 


A yrr 

Arg 






O C 










O Q A 
^ O U 










0 ft c; 
^ 0 3 








Lys 


Leu 


Mis 


Arg 


Lys 


oiy 


Tyr 


Leu 


vax 


vax 


Ala 

Axa 


Tl 0 

1 xe 


\7a 1 

vax 


Ser 


Asp 


Leu 




o Q n 










O Q C 

z y D 










"3 A A 
0 U U 












X iiX 


ril V 


& C! Tl 


ni n 

VJXii 


xiy o 


xjcli 


irp 


TVi Y* 

X llX 


rsi 11 

VjX Ll 


T.A1 1 
XjC U. 


vjxy 


Tl 0 
XXC 


Co T~ 
OCX 


wX U 


Coy* 

OCX 


1 A C 










"7 1 A 

o xU 










"3 1 C 
^ Xb 










1 0 A 


Lys 


lllx 


Trp 


irne 


Ser 


ilxS 


Pro 


Ax a 


Asp 


Asp 


rlxS 


Leu 


Lys 


Tl 0 

xxe 


Fne 


vax 










o o c 










"3 0 A 










00c 




irXlc 


ocr 


ASp 


inr 


Pro 


£1X S 


Leu 


Tl A 
X Xc 


Lys 


Leu 


vax 


Arg 


Asn 


rix 5 


Tyr 


Val 

vax 








"1 A A 




















1 C A 






A en 


OCX 


ni V 

oXy 


LeU' 


Tnr 


Tl » 
X XC 


Asn 


oxy 


Lys 


Lys 


Leu 


Tnr 


Lys 


Lys 


Tnr 


Tl 0 
X Xc 






t; 

J O D 










"5 C A 
J D U 










^; c: 

J 0 D 








Gin 


Glu 


Ala 


Leu 


His 


Leu 


Cys 


Asn 


Lys 


Ser 


Asp 


Leu 


Ser 


He 


Leu 


Phe 














7 c; 










ft n 

J 0 U 










Lys 


He 


Asn 


V7X LL 


Asn 


Hi 


Tie 

xxc 


A Qn 
noil 


V CLX 




OCX 


XJCU 


Ala 


jjys 


fil n 


Lys 


7 ft ^ 










"5 OA 




















AAA 




TiVC! 
XI jr o 


Tiiski 1 

XJC LL 


AT a 

nXA 


X iiX 


m n 


XJC LL 


Ph^ 


Q AT* 
OCX 


A en 

noil 


XllX 


X iix 


Al a 

nxci 


Cot* 

OCX 


Cor* 

OCX 


Tie 

XXC 










A A c: 










A 1 A 

4 xu 










A 1 C 
4 X3 




Arg 


Arg 


Cys 


Tyr 


Ser 


Leu 


vjxy 


Tyr 


Asp 


Tl 0 
X Xc 


oXU 


Asn 


Ala 

Axa 


1 nx 


nl 11 


X nx 








A O A 
ft Z U 










A O C 










A 1 A 

ft 0 u 






Ala 


Asp 


Phe 


Phe 


Lys 


Leu 


L^IC U. 


Asn 


no^ 


Tm 
xxp 


Phe 


Asp 


He 


Phe 


Asn 


Ser 






4 Jo 










AAA 










A A C 










jjeu 


OCX 


xlxx 


OCX 


Asn 


L»y o 


Tl <s 
X Xc 


ni n 

vjX LI 


v-y 0 


Cot* 
OCX 


ni n 
vjxn. 


Pro 


Tyr 


ni V 
ijxy 


Lys 




4. n 

rt D U 










A 

4 3 3 










A ^ A 
ft D U 










m n 

vjrxix 


XI C LX. 


nop 


Tl <a 
XXC 


ni n 


As n 


A aY\ 
nop 


Tl A 

X Xc 


T .01 1 
XJC LI 


A 0 Y\ 
noil 


A V/-T 

Arg 


1*1 C L> 


Cot* 

OCX 


ni n 

\J±. u 


Tl 0 

XXC 


rlC L. 












A *? A 










t f 0 










A ft A 
ft 0 U 


Aver 


Th-r 

X IXX 


m V 
vjxy 


Tl *a 
X xc 


XIC u 


A or\ 
nop 


xjy o 


XT X VJ 


xjy 0 


A -yet 
nX y 


T.on 
XJCU 


fX w 


Php 


m n 

VJXll 


xjy 0 


ni V 

wxy 










A P c; 

f£ O 3 










A Q A 
ft 27U 










A Q 

ft i7D 




lie 


He 


Val 


Asn 


Asn 


Ala 


OCX 


XJC VL 


Asp 


v7X y 


Leu 


xyx 


Lys 


xyx 


Leu 


Gin 








C A A 

500 










C A c 

505 










CIA 

510 






Glu 


Asn 


Phe 


Ser 


Met 


Gin 


Tyr 


He 


Leu 


Thr 


Ser 


Arg 


Leu 


Asn 


Gin 


Asp 






515 










520 










525 








He 


Val 


Glu 


His 


Phe 


Phe 


Gly 


Ser 


Met 


Arg 


Ser 


Arg 


Gly 


Gly 


Gin 


Phe 




530 










535 










540 










Asp 


His 


Pro 


Thr 


Pro 


Leu 


Gin 


Phe 


Lys 


Tyr 


Arg 


Leu 


Arg 


Lys 


Tyr 


He 


545 










550 










555 










560 



58 



He 


Ala 


Arg Asn 


Thr Glu Met Leu Arg Asn Ser Gly Asn 


He 


Glu 


Glu 










3 o ^ 






570 










575 




Gly Met 


Thy 


7\ C3 n 

noil 




Lys Glu Cys 


Val 


Asn 


Lvs 


Asn 


Val 


He 


Pro Asp 








580 






585 










590 






Asn 


Ser 




OC^ I. 


Trp 


Leu Asn Leu Asp 


Phe 


Ser 


Ser 


Lys 


Glu 


Asn 


Glu 






^ ^ zj 






600 










605 








Asn 


Lys 


OCX 




Asp 


Asp Glu Pro 


Val 


Asp 


ASD 


Glu 


Pro 


Val 


Asp 


Glu 




D X U 








615 








620 










ivie c 


Leu 


Ser 


Asn 


He 


Asp Phe Thr 


Glu 


Met 


Asp 


Glu Leu Thr Glu Asp 












630 






635 










640 


Ala 


rie c 


Glu 


Tyr 


He Ala Gly Tyr 


Val 


He 


Lys 


Lys 


Leu 


Arg 


He 


Ser 








645 






650 










655 




Asp 


Lys 


Val 


Lys 


Glu 


Asn Leu Thr 


Phe 


Thr 


Tvr 


Val 


Asp 


Glu 


Val 


Ser 




660 






665 










670 






nlS 


\j±Y 


Gly Leu 


He 


Lys Pro Ser 


Glu 


Lys 


Phe 


Gin 


Glu 


Lys 


Leu 


Lys 






675 






680 










685 










Leu 


Glu 


Cys 


He 


Phe Leu His 


Tyr 


Thr 


Asn 


Asn 


Asn 


Asn 


Phe 


Glu 




690 








695 








700 










He 


Thr 


Asn 


Asn 


Val 


Lys Glu Lys 


Leu 


He 


Leu 


Ala 


Ala 


Arg 


Asn 


Val 


705 










710 






715 










720 


Asp 


Val 


Asp 


Lys 


Gin 


Val Lys Ser 


Phe 


Tyr 


Phe 


Lys 


He 


Arg 


He 


Tyr 








725 






730 










735 




Phe 


Arg 


He 


Lys 


Tyr 


Phe Asn Lys 


Lys 


He 


Glu 


He 


Lys 


Asn 


Gin 


Lys 






740 






745 










750 






Gin 


Lys 


Leu 


He 


Gly Asn Ser Lys 


Leu 


Leu 


Lys 


He 


Lys 


Leu 








755 






760 










765 









<210> 121 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 121 



Asp 


Glu 


Leu 


Cys 


Val Val Cys Gly Asp Lys Ala Thr Gly Tyr 


His 


Tyr 


1 








5 10 




15 




Arg 


Cys 


He 


Thr 


Cys Glu Gly Cys Lys Gly 


Phe Phe Arg Arg 


Thr 


He 




20 


25 


30 






Gin 


Lys 


Asn 


Leu 


His Pro Ser Tyr Ser Cys 


Lys Tyr Glu Gly Lys Cys 




35 




40 


45 






Val 


He 


Asp 


Lys 


Val Thr Arg Asn Gin Cys 


Gin Glu Cys Arg 


Phe 


Lys 




50 






55 


60 






Lys 


Cys 


He 


Tyr 


Val Gly Met Ala Thr Asp 


Leu Val Leu Asp 


Asp 


Ser 


65 






70 


75 




80 


Lys 


Arg 


Leu 


Ala 


Lys Arg Lys Leu He Glu 


Glu Asn Arg Glu 


Lys 


Arg 






85 90 




95 




Arg Arg 


Glu 


Glu 


Leu Glu Lys 














100 











<210> 122 

<211> 81 
<212> PRT 

<213> Homo sapiens 
<400> 122 

Met Lys Pro Ala Arg Pro Cys Leu Val Cys Ser Asp Glu Ala Ser Gly 



59 



15 10 15 



Cys His Tyr Gly Val 


Leu 


Thr Cys 


Gly Ser Cys 


Lys 


Val 


Phe 


Phe 


Lys 




20 






25 








30 






Arg Ala Val Glu Gly Gin 


His Asn 


Tyr Leu 


Cys 


Ala 


Gly 


Arg 


Asn 


Asp 


35 






40 








'A C 








Cys lie He 


Asp Lys 


He 


Arg Arg 


Lys Asn 


Cys 


Pro 


Ala 


Cys 


Arg 


Tyr 


50 






55 






60 










Arg Lys Cys 


Leu Gin 


Ala 


Gly Met 


Asn Leu 


Glu 


Ala 


Arg 


Lys 


Thr 


Lys 


65 




70 






75 










80 


Lys 






















<210> 123 






















<211> 89 






















<212> PRT 






















<213> Homo sapiens 




















<400> 123 






















Met Val Gin 


Ser Cys 


Ser 


Ala Tyr Gly Cys 


Lys 


Asn 


Arq 


Tyr 


Asp 


Lys 


1 


5 






10 










15 




Asp Lys Pro 


Val Ser 


Phe 


His Lys 


Phe Pro 


Leu 


Thr 


Arg 


Pro 


Ser 


Leu 


20 






25 








30 






Cys Lys Glu 


Trp Glu 


Ala 


Ala Val 


Arg Arg 


Lys 


Asn 


Phe 


Lys 


Pro 


Thr 


35 






40 








45 








Lys Tyr Ser 


Ser He 


Cys 


Ser Glu 


His Phe 


Thr 


Pro 


Asp 


Cys 


Phe 


Lys 


50 






55 






60 










Arg Glu Cys 


Asn Asn 


Lys 


Leu Leu 


Lys Glu 


Asn 


Ala 


Val 


Pro 


Thr 


He 


65 




70 






75 










80 


Phe Leu Cys 


Thr Glu 


Pro 


His Asp 


Lys 















85 



<210> 124 
<211> 85 
<212> PRT 

<213> Drosophila melanogaster 
<400> 124 



Met Lys Tyr 


Cys 


Lys 


Phe 


Cys 


Cys 


Lys 


Ala 


Val 


Thr 


Gly 


Val 


Lys 


Leu 


1 




5 










10 










15 




He His Val 


Pro 


Lys 


Cys 


Ala 


He 


Lys 


Arg 


Lys 


Leu 


Trp 


Glu 


Gin 


Ser 




20 










25 










30 






Leu Gly Cys 


Ser 


Leu 


Gly Glu 


Asn 


Ser 


Gin 


He 


Cys 


Asp 


Thr 


His 


Phe 


35 










40 










45 








Asn Asp Ser 


Gin 


Trp 


Lys 


Ala 


Ala Pro Ala Lys Gly Gin 


Thr 


Phe 


Lys 


50 








55 










60 










Arg Arg Arg 


Leu 


Asn 


Ala 


Asp 


Ala 


Val 


Pro 


Ser 


Lys 


Val 


He 


Glu 


Pro 


65 






70 










75 










80 


Glu Pro Glu 


Lys 


He 

























85 



<210> 125 
<211> 58 
<212> PRT 

<213> Artificial Sequence 



60 



<220> 

<223> THAP Domain consensus 
<221> UNSURE 

<222> 2-3, 7, 9, 13-17, 19, 21-23, 25-26, 28, 35, 38-39, 41, 45- 

52, 55-56 

<223> Xaa = any of the twenty amino acids 
<400> 125 

Met Val Xaa Xaa Cys Ser Xaa Tyr Xaa Cys Lys Asn Xaa Xaa Xaa Xaa 

15 10 15 

Xaa Lys Xaa Val Xaa Xaa Xaa Lys Xaa Xaa Leu Xaa Arg Pro Ser Leu 
20 25 30 * 

Cys Lys Xaa Trp Glu Xaa Xaa Val Xaa Arg Lys Asn Xaa Xaa Xaa Xaa 

35 40 45 

Xaa Xaa Ser Xaa He Cys Xaa Xaa His Phe 
50 55 



<210> 126 
<211> 89 

<212> PRT 

<213> Homo sapiens 
<400> 126 

Met Val Gin Ser Cys Ser Ala Tyr 

1 5 
Asp Lys Pro Val Ser Phe His Lys 
20 

Cys Lys Glu Trp Glu Ala Ala Val 

35 40 
Lys Tyr Ser Ser He Cys Ser Glu 

50 55 
Arg Glu Cys Asn Asn Lys Leu Leu 
65 70 
Phe Leu Cys Thr Glu Pro His Asp 
85 



Gly Cys Lys Asn Arg Tyr Asp Lys 

10 15 
Phe Pro Leu Thr Arg Pro Ser Leu 
25 30 
Arg Arg Lys Asn Phe Lys Pro Thr 
45 

His Phe Thr Pro Asp Cys Phe Lys 
60 

Lys Glu Asn Ala Val Pro Thr He 
75 80 

Lys 



<210> 127 

<211> 89 

<212> PRT 

<213> Homo sapiens 



<400> 127 



Met 


Pro 


Lys 


Ser Cys Ala 


Ala 


Arg 


1 






5 






Arg 


Arg 


Lys 


Gin Leu Thr 


Phe 


His 








20 






Leu 


Leu 


Lys 


Glu Trp Val 


Leu 


Asn 






35 






40 


Lys 


Gin 


His 


Thr Val He 


Cys 


Ser 




50 






55 




Ser 


Ala 


Phe 


Gly Asn Arg Lys 


Asn 


65 






70 






Val 


Phe 


Ala 


Phe Gin Asp 


Pro 


Thr 



Gin Cys Cys Asn Arg Tyr Ser Ser 

10 15 
Arg Phe Pro Phe Ser Arg Pro Glu 
25 30 
He Gly Arg Gly Asn Phe Lys Pro 
45 

Glu His Phe Arg Pro Glu Cys Phe 
60 

Leu Lys His Asn Ala Val Pro Thr 
75 80 

Gin 



61 



85 



<210> 128 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 128 

Met Pro Arg Tyr Cys Ala Ala lie 

1 5 
Asn Asn Lys Asp Arg Lys Leu Ser 
20 

Lys Glu Arg Leu Glu Lys Trp Leu 

35 40 
Val Pro Ser Lys Tyr Gin Phe Leu 

50 55 
Ser Leu Asp He Arg Trp Gly lie 
65 70 
Pro Thr He Phe Ser Leu Pro Glu 
85 



Cys Cys Lys Asn Arg Arg Gly Arg 

10 15 
Phe Tyr Pro Phe Pro Leu His Asp 
25 30 
Lys Asn Met Lys Arg Asp Ser Trp 
45 

Cys Ser Asp His Phe Thr Pro Asp 
60 

Arg Tyr Leu Lys Gin Thr Ala Val 
75 80 

Asp Asn 
90 



<210> 129 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 129 

Met Pro Lys Tyr Cys Arg Ala Pro 

1 5 
Leu Gly Ala Asp Asn Arg Pro Val 
20 

Asp Gly Pro Arg Leu Gin Ala Trp 

35 40 
Trp Val Pro Ser Cys His Gin His 

50 55 
Ser Cys Phe Gin Trp Arg Trp Gly 
65 70 
Val Pro Ser He Phe Ser Arg Gly 
85 



Asn Cys Ser Asn Thr Ala Gly Arg 

10 15 
Ser Phe Tyr Lys Phe Pro Leu Lys 
25 30 
Leu Gin His Met Gly Cys Glu His 
45 

Leu Cys Ser Glu His Phe Thr Pro 
60 

Val Arg Tyr Leu Arg Pro Asp Ala 

75 80 
Pro Pro Ala Lys 
90 



<210> 130 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 130 

Met Val He Cys Cys Ala Ala Val 

1 5 
Gly Glu Lys Arg Ala Val Ser Phe 
20 

Lys Arg Leu He Gin Trp Leu Lys 

35 40 
Pro Thr Lys Tyr Ser Phe Leu Cys 
50 55 



Asn Cys Ser Asn Arg Gin Gly Lys 

10 15 
His Arg Phe Pro Leu Lys Asp Ser 
25 30 
Ala Val Gin Arg Asp Asn Trp Thr 
45 

Ser Glu His Phe Thr Lys Asp Ser 
60 



62 



Phe Ser Lys Arg Leu Glu Asp Gin His Arg Leu Leu Lys Pro Thr Ala 
65 70 75 80 

Val Pro Ser lie Phe His Leu Thr Glu Lys 
85 90 



<210> 131 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 131 

Met Pro Thr Asn Cys Ala Ala Ala 

1 5 
His lie Asn lie Ser Phe His Arg 
20 

Lys Glu Trp Val Arg Leu Val Arg 

35 40 
His Thr Phe Leu Cys Ser Lys His 

50 55 
Thr Gly Gin Thr Arg Arg Leu Lys 
65 70 
Asp Phe Cys Thr His lie Lys Ser 
85 



Gly Cys Ala Thr Thr Tyr Asn Lys 

10 15 
Phe Pro Leu Asp Pro Lys Arg Arg 
25 30 
Arg Lys Asn Phe Val Pro Gly Lys 
45 

Phe Glu Ala Ser Cys Phe Asp Leu 

60 

Met Asp Ala Val Pro Thr lie Phe 
75 80 

Met 



<210> 132 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 132 

Met Pro Asn Phe Cys Ala Ala Pro 

1 5 
Ser Asp Leu Ala Phe Phe Arg Phe 
20 

Lys Trp Val Glu Asn Cys Arg Arg 

35 40 
Asp Gin Leu Asn Lys His Tyr Arg 

50 55 
Ser Met lie Cys Arg Thr Ser Pro 
65 70 
Ala lie Pro Thr lie Phe Asp Leu 
85 



Asn Cys Thr Arg Lys Ser Thr Gin 

10 15 
Pro Arg Asp Pro Ala Arg Cys Gin 
25 30 
Ala Asp Leu Glu Asp Lys Thr Pro 
45 

Leu Cys Ala Lys His Phe Glu Thr 
60 

Tyr Arg Thr Val Leu Arg Asp Asn 
75 80 

Thr Ser 
90 



<210> 133 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 133 

Met Pro Arg His Cys Ser Ala Ala Gly Cys Cys Thr Arg Asp Thr Arg 

15 10 15 

Glu Thr Arg Asn Arg Gly lie Ser Phe His Arg Leu Pro Lys Lys Asp 

20 25 30 

Asn Pro Arg Arg Gly Leu Trp Leu Ala Asn Cys Gin Arg Leu Asp Pro 



63 



35 40 
Ser Gly Gin Gly Leu Trp Asp Pro 

50 55 
Ser Lys His Phe Glu Glu Asp Cys 
65 70 
Tyr His Arg Leu Lys Glu Gly Ala 
85 

Ser 



45 

Ala Ser Glu Tyr lie Tyr Phe Cys 
60 

Phe Glu Leu Val Gly lie Ser Gly 

75 80 
Val Pro Thr He Phe Glu Ser Phe 
90 95 



<210> 134 
<211> 92 
<212> PRT 

<213> Homo sapiens 

<400> 134 

Met Thr Arg Ser Cys Ser Ala Val 

1 5 
Leu Ser Arg Glu Arg Gly Leu Ser 
20 

He Gin Arg Ser Lys Trp He Arg 

35 40 
Ser Lys Lys lie Trp He Pro Gly 

50 55 
His Phe Gin Glu Ser Asp Phe Glu 
65 70 
Lys Lys Gly Ala Val Pro Ser Val 
85 



Gly Cys Ser Thr Arg Asp Thr Val 

10 15 
Phe His Gin Phe Pro Thr Asp Thr 
25 30 
Ala Val Asn Arg Val Asp Pro Arg 
45 

Pro Gly Ala He Leu Cys Ser Lys 

60 

Ser Tyr Gly He Arg Arg Lys Leu 

75 80 
Ser Leu Tyr Lys 
90 



<210> 135 
<211> 96 
<212> PRT 

<213> Homo sappiens 
<400> 135 

Met Val Lys Cys Cys Ser Ala He Gly Cys Ala Ser Arg Cys Leu Pro 

15 10 15 

Asn Ser Lys Leu Lys Gly Leu Thr Phe His Val Phe Pro Thr Asp Glu 

20 25 30 

Asn He Lys Arg Lys Trp Val Leu Ala Met Lys Arg Leu Asp Val Asn 

35 40 45 

Ala Ala Gly He Trp Glu Pro Lys Lys Gly Asp Val Leu Cys Ser Arg 

50 55 60 

His Phe Lys Lys Thr Asp Phe Asp Arg Ser Ala Pro Asn He Lys Leu 
65 70 75 80 

Lys Pro Gly Val He Pro Ser He Phe Asp Ser Pro Tyr His Leu Gin 
85 90 95 



<210> 136 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 136 



64 



Met Pro Gly Phe 


Thr Cys 


Cys 


Val 


Pro Gly 


Cys Tyr Asn 


Asn 


Ser 


His 


1 




5 








10 






15 




Arg Asp Lys 


Ala 


Leu His 


Phe 


Tyr 


Thr 


Phe 


Pro Lys Asp 


Ala 


Glu 


Leu 




20 








25 






30 






Arg Arg Leu Trp 


Leu Lys 


Asn 


Val 


Ser Arg 


Ala Gly Val 


Ser Gly Cys 


35 








40 






45 








Phe Ser Thr 


Phe 


Gin Pro 


Thr 


Thr 


Gly His 


Arg Leu Cys 


Ser 


vaj. 


nlS 


50 






55 








60 








Phe Gin Gly Gly 


Arg Lys 


Thr 


Tyr 


Thr 


Val 


Arg Val Pro 


Thr 


He 


Phe 


65 




70 










75 






80 


Pro Leu Arg Gly 


Val Asn 


Glu 


Arg 


Lys 


Val 














85 








90 










<210> 137 






















<211> 90 






















<212> PRT 






















<213> Homo sapiens 


















<400> 137 






















Met Pro Ala 


Arg 


Cys Val 


Ala 


Ala 


His 


Cys 


Gly Asn Thr 


Thr 


Lys 


Ser 


1 




5 








10 






15 




Gly Lys Ser 


Leu 


Phe Arg 


Phe 


Pro 


Lys 


Asp 


Arg Ala Val 


Arg 


Leu 


Leu 




20 








25 






30 






Trp Asp Arg 


Phe Val Arg Gly Cys 


Arg Ala 


Asp Trp Tyr 


Gly Gly Asn 


35 








40 






45 








Asp Arg Ser 


Val 


He Cys 


Ser 


Asp 


His 


Phe 


Ala Pro Ala 


Cys 


Phe 


Asp 


50 






55 








60 








Val Ser Ser 


Val 


He Gin 


Lys 


Asn 


Leu Arg 


Phe Ser Gin 


Arg 


Leu 


Arg 


65 




70 










75 






80 


Leu Val Ala 


Gly Ala Val 


Pro 


Thr 


Leu 


His 














85 








90 










<210> 138 






















<211> 85 






















<212> PRT 






















<213> Drosophila melanogaster 














<400> 138 






















Met Lys Tyr 


Cys 


Lys Phe 


Cys 


Cys 


Lys 


Ala 


Val Thr Gly 


Val 


Lys 


Leu 


1 




5 








10 






15 




He His Val 


Pro 


Lys Cys 


Ala 


He 


Lys 


Arg 


Lys Leu Trp 


Glu 


Gin 


Ser 




20 








25 






30 






Leu Gly Cys 


Ser 


Leu Gly Glu Asn 


Ser 


Gin 


He Cys Asp 


Thr 


His 


Phe 


35 








40 






45 








Asn Asp Ser 


Gin 


Trp Lys 


Ala 


Ala 


Pro 


Ala 


Lys Gly Gin 


Thr 


Phe 


Lys 


50 






55 








60 








Arg Arg Arg 


Leu 


Asn Ala 


Asp 


Ala 


Val 


Pro 


Ser Lys Val 


He 


Glu 


Pro 


65 




70 










75 






80 


Glu Pro Glu 


Lys 


He 



















85 



<210> 139 
<211> 63 
<212> PRT 



65 



<213> Artificial Sequence 



<220> 

<223> THAP Domain consensus 
<221> UNSURE 

<222> 4-5, 7, 9-10, 12, 15-20, 22, 24, 32, 35, 38-39, 42-43, 46-47, 
49-51, 53-61, 63 

<223> Xaa = any of the twenty amino acids 
<400> 139 

Met Pro Lys Xaa Xaa Cys Xaa Ala Xaa Xaa Cys Xaa Asn Arg Xaa Xaa 

15 10 15 

Xaa Xaa Xaa Xaa Lys Xaa Lys Xaa Val Ser Phe His Lys Phe Pro Xaa 

20 25 30 

His Asp Xaa His Asp Xaa Xaa Arg Arg Xaa Xaa Trp Val Xaa Xaa Val 

35 40 45 

Xaa Xaa Xaa Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Trp Xaa 
50 55 60 



<210> 140 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DR-5-related sequence 
<400> 140 

gggcatacta ctggcaa 17 

<210> 141 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DR-5-related sequence 

<400> 141 

gggcaaactg tgggcat 17 

<210> 142 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> DR-5-related sequence 
<400> 142 

gggcatacta ctggcaa 17 

<210> 143 
<211> 17 
<212> DNA 



66 



<213> Artificial Sequence 
<220> 

<223> DR-5-related secjuence 
<400> 143 

gggcaaacta ctggcaa 

<210> 144 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DR-5-related sequence 
<400> 144 

gggccagttc gttgcaa 

<210> 145 
<211> 16 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> DR-5-related sequence 

<400> 145 
gggcatgtac tggcaa 

<210> 146 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DR-5-related sequence 

<400> 146 
gggcaactgt gggcaa 

<210> 147 
<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DR-5-related sequence 
<400> 147 

gggcaacact actggcaa 

<210> 148 
<211> 17 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> DR-5-related sequence 
<400> 148 

gggcaaagta ctggcaa 

<210> 149 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DR-5 consensus sequence 

<221> unsure 
<222> 7-11 

<223> n = any of the four nucleotides 

<400> 149 

gggcaannnn ntggcaa 

<210> 150 
<211> 23 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> ER-ll-related sequence 
<400> 150 

ttgccagtac taagtgtggg caa 

<210> 151 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ER-ll-related sequence 
<400> 151 

ctgccagtac atagtgtggg caa 

<210> 152 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ER-ll-related sequence 
<400> 152 

ttgccagtac taagtgtggg caa 

<210> 153 
<211> 23 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> ER-ll-related sequence 
<400> 153 

ctgccagtag atactgtggg caa 

<210> 154 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ER-ll-related sequence 
<400> 154 

ttgccagtag ttaggtgtgg gcga 

<210> 155 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ER-ll-related sequence 
<400> 155 

ttgccagtag ttagtgtggg caa 

<210> 156 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ER-ll-related sequence 

<400> 156 

ttgccagtac ctactaaggg caa 

<210> 157 
<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ER-ll-related sequence 
<400> 157 

ttgccagtag ttagtgtggg cag 

<210> 158 
<211> 23 
<212> DNA 

<213> Artificial Sequence 



<223> ER-ll-related sequence 



<400> 158 

ctgccagtag taagtgtggg cag 2 3 

<210> 159 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ER-11 consensus sequence 

<221> unsure 
<222> 7-17 

<223> n = any of the four nucleotides 
<400> 159 

ttgccannnn nnnnnnnggg caa 23 

<210> 160 
<211> 642 
<212> DNA 

<213> Homo sapiens 
<400> 160 

atggtgcagt cctgctccgc ctacggctgc aagaaccgct acgacaagga caagcccgtt 60 

tctttccaca agtttcctct tactcgaccc agtctttgta aagaatggga ggcagctgtc 120 

agaagaaaaa actttaaacc caccaagtat agcagtattt gttcagagca ctttactcca 18 0 

gactgcttta agagagagtg caacaacaag ttactgaaag agaatgctgt gcccacaata 240 

tttctttgta ctgagccaca t'gacaagaaa gaagatcttc tggagccaca ggaacagctt 3 00 

cccccacctc ctttaccgcc tcctgtttcc caggttgatg ctgctattgg attactaatg 360 

ccgcctcttc agacccctgt taatctctca gttttctgtg accacaacta tactgtggag 420 

gatacaatgc accagcggaa aaggattcat cagctagaac agcaagttga aaaactcaga 480 

aagaagctca agaccgcaca gcagcgatgc agaaggcaag aacggcagct tgaaaaatta 540 

aaggaggttg ttcacttcca gaaagagaaa gacgacgtat cagaaagagg ttatgtgatt 600 

ctaccaaatg actactttga aatagttgaa gtaccagcat aa 642 

<210> 161 
<211> 687 
<212> DNA 
<213> Homo sapiens 

<400> 161 

atgccgacca attgcgctgc ggcgggctgt gccactacct acaacaagca cattaacatc 60 

agcttccaca ggtttccttt ggatcctaaa agaagaaaag aatgggttcg cctggttagg 120 

cgcaaaaatt ttgtgccagg aaaacacact tttctttgtt caaagcactt tgaagcctcc 180 

tgttttgacc taacaggaca aactcgacga cttaaaatgg atgctgttcc aaccattttt 24 0 

gatttttgta cccatataaa gtctatgaaa ctcaagtcaa ggaatctttt gaagaaaaac 300 

aacagttgtt ctccagctgg accatctaat ttaaaatcaa acattagtag tcagcaagta 360 

ctacttgaac acagctatgc ctttaggaat cctatggagg caaaaaagag gatcattaaa 420 

ctggaaaaag aaatagcaag cttaagaaga aaaatgaaaa cttgcctaca aaaggaacgc 48 0 

agagcaactc gaagatggat caaagccacg tgtttggtaa agaatttaga agcaaatagt 54 0 

gtattaccta aaggtacatc agaacacatg ttaccaactg ccttaagcag tcttcctttg 600 

gaagatttta agatccttga acaagatcaa caagataaaa cactgctaag tctaaatcta 660 
aaacagacca agagtacctt catttaa 687 
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<210> 162 
<211> 720 
<212> DNA 
<213> Homo sapiens 

<400> 162 

atgccgaagt cgtgcgcggc ccggcagtgc 
ctcaccttcc accggtttcc gttcagccgc 
atcggccggg gcaacttcaa gcccaagcag 
ccagagtgct tcagcgcctt tggaaaccgc 
gtgttcgcct ttcaggaccc cacacagcag 
agaggaaatg ccagctcttc tcagaaagaa 
gacagtcctg ggagaaacat ggacactgca 
gaaggccacg taaaacaggt ctcgccacgg 
ccgactggcc ctgcaggcct gagaaggacc 
gcccttttgg acttagattc cctgaagaaa 
aagctccgga agcgcttgca ggcccagagg 
cgtgcttgca aagggcacca gggactccag 



tgcaaccgct acagcagccg caggaagcag 60 
ccggagctgc tgaaggaatg ggtgctgaac 120 
cacacggtca tctgctccga gcacttccgg 180 
aagaacctaa agcacaatgc cgtgcccacg 240 
gtgagggaga acacagaccc tgccagtgag 300 
aaggtcctcc ctgaggcggg ggccggagag 360 
cttgaagagc ttcagttgcc cccaaatgcc 420 
aggccgcaag caacagaggc tgttggccgg 480 
cccaacaagc agccatctga tcacagctat 540 
aaactcttcc tcactctgaa ggaaaatgaa 600 
ctggtgatgc gaaggatgtc cagccgcctc 660 
gccagacttg ggccagagca gcagagctga 720 



<210> 163 

<211> 1734 

<212> DNA 

<213> Homo sapiens 

<400> 163 

atggtgatct gctgtgcggc cgtgaactgc tccaaccggc agggaaaggg cgagaagcgc 60 
gccgtctcct tccacaggtt ccccctaaag gactcaaaac gtctaatcca atggttaaaa 120 
gctgttcaga gggataactg gactcccact aagtattcat ttctctgtag tgagcatttc 180 
accaaagaca gcttctccaa gaggctggag gaccagcatc gcctgctgaa gcccacggcc 240 
gtgccatcca tcttccacct gaccgagaag aagagggggg ctggaggcca tggccgcacc 300 
cggagaaaag atgccagcaa ggccacaggg ggtgtgaggg gacactcgag tgccgccacc 360 
ggcagaggag ctgcaggttg gtcaccgtcc tcgagtggaa acccgatggc caagccagag 420 
tcccgcaggt tgaagcaagc tgctctgcaa ggtgaagcca cacccagggc ggcccaggag 480 
gccgccagcc aggagcaggc ccagcaagct ctggaacgga ctccaggaga tggactggcc 540 
accatggtgg caggcagtca gggaaaagca gaagcgtctg ccacagatgc tggcgatgag 600 
agcgccactt cctccatcga agggggcgtg acagataaga gtggcatttc tatggatgac 660 
tttacgcccc caggatctgg ggcgtgcaaa tttatcggct cacttcattc gtacagtttc 720 
tcctctaagc acacccgaga aaggccatct gtcccccgag agcccattga ccgcaagagg 780 
ctgaagaaag atgtggaacc aagctgcagt gggagcagcc tgggacccga caagggcctg 840 
gcccagagcc ctcccagctc atcacttacc gcgacaccgc agaagccttc ccagagcccc 900 
tctgcccctc ctgccgacgt caccccaaag ccagccacgg aagccgtgca gagcgagcac 960 
agcgacgcca gccccatgtc catcaacgag gtcatcctgt cggcgtcagg ggcctgcaag 1020 
ctcatcgact cactgcactc ctactgcttc tcctcccggc agaacaagag ccaggtgtgc 1080 
tgcctgcggg agcaggtgga gaagaagaac ggcgagctga agagcctgcg gcagagggtc 1140 
agccgctccg acagccaggt gcggaagcta caggagaagc tggatgagct gaggagagtg 1200 
agcgtcccct atccaagtag cctgctgtcg cccagccgcg agccccccaa gatgaaccca 1260 
gtggtggagc cactgtcctg gatgctgggc acctggctgt cggacccacc tggagccggg 1320 
acctacccca cactgcagcc cttccagtac ctggaggagg ttcacatctc ccacgtgggc 1380 
cagcccatgc tgaacttctc gttcaactcc ttccacccgg acacgcgcaa gccgatgcac 1440 
agagagtgtg gcttcattcg cctcaagccc gacaccaaca aggtggcctt tgtcagcgcc 1500 
cagaacacag gcgtggtgga agtggaggag ggcgaggtga acgggcagga gctgtgcatc 1560 
gcatcccact ccatcgccag gatctccttc gccaaggagc cccacgtaga gcagatcacc 1620 
cggaagttca ggctgaattc tgaaggcaaa cttgagcaga cggtctccat ggcaaccacg 1680 
acacagccaa tgactcagca tcttcacgtc acctacaaga aggtgacccc gtaa 1734 
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<210> 164 

<211> 1188 

<212> DNA 

<213> Homo sapiens 



<400> 164 

atgccccgct attgcgcagc gatttgttgt 
cggaagctga gtttttatcc atttcctcta 
aagaatatga agcgagattc atgggttccc 
tttactcctg actctcttga catcagatgg 
ccaacaatat tttctttgcc tgaagacaat 
cagaagaaaa acttggaaga tgagaaagaa 
tttgtattaa atgagacaaa gaaaaatata 
gaattacttc attcatcttc cttggtaaag 
aataacatgt taactcttaa tctagttaaa 
gaaacatcag ttaaccaaga tacaggtaga 
aattctacaa ctattacttt gacaacttca 
actcaagaag ttcttgaagt aactaccagt 
tccatggaaa taaagtcagc acaggaaaat 
gttgaagaat taaacacaaa taaagaatct 
tctaaaccct cagttaattc ttttatatct 
acagacattg aagactcctt gtataaggat 
gaacattctt actgcagaca agatataaat 
ctacattcaa agataactct tctagagtta 
tctttggaag ctcttataag gcagctaaag 
aagattatag aaaaccattt tacaacatat 

<210> 165 
<211> 669 
<212> DNA 

<213> Homo sapiens 



aagaaccgcc ggggacgaaa caataaagac 60 
catgacaaag aaagactgga aaagtggtta 120 
agtaaatacc agtttctatg tagtgaccat 180 
ggtattcgat atttaaaaca aactgcagtt 24 0 
cagggaaaag acccttctaa aaaaaaatcc 3 00 
gtatgcccaa aagccaagtc agaagaatca 360 
gttaacacag atgtgcccca tcaacatcca 420 
ccaccagctc ccaaaacagg aagtatacaa 480 
caacatactg ggaaaccaga atctaccttg 54 0 
ggtggttttc acacatgttt tgagaatcta 600 
aattcagaaa gtattcatca atctttggaa 660 
catcttgcta atccaaactt tacaagtaat 72 0 
ccattcttat tcagcacaat taatcaaaca 780 
gttattgcca tttttgtacc tgctgaaaat 840 
gcacaaaaag aaaccacgga aatggaagac 900 
gtagactatg ggacagaagt tttacaaatc 960 
aaggaacatc tttggcagaa agtctctaag 1020 
aaagagcaac aaactctagg tagattgaag 1080 
caggaaaact ggctatctga agaaaacgtc 1140 
gaagtcacta tgatatag 1188 



<400> 165 

atggtgaaat gctgctccgc cattggatgt 
aaaggactga catttcacgt attccccaca 
gcaatgaaaa gacttgatgt gaatgcagcc 
ttgtgttcga ggcactttaa gaagacagat 
aaacctggag tcataccttc tatctttgat 
aaacttcatt gtagaaaaaa cttcaccctc 
catcttgttg gtgcttcctc atgtattgaa 
agctacagtg taatggacag tccaaagaaa 
gagctagagg atacaaagga aagtctacgg 
aaatcattga ggaagacaat cagggaatta 
gcaaatagac tggacacttt ctgttgggac 
atttcatga 



gcttctcgct gcttgccaaa ttcgaagtta 60 
gatgaaaaca tcaaaaggaa atgggtatta 12 0 
ggcatttggg agcctaaaaa aggagatgtg 180 
tttgacagaa gtgctccaaa tattaaactg 240 
tctccatatc acctacaggg gaaaagagaa 3 00 
aaaaccgttc cagccactaa ctacaatcac 360 
gaattccaat cccagttcat ttttgaacat 420 
cttaagcata aattagatca tgtgatcggc 480 
aatgttttag accgagaaaa acgttttcag 54 0 
aaggatgaat gtctgatcag ccaagaaaca 600 
tgttgtcagg agagcataga acaggactat 660 

669 



<210> 166 
<211> 930 
<212> DNA 

<213> Homo sapiens 



<400> 166 

atgccgcgtc actgctccgc cgccggctgc 
cgcggcatct ccttccacag acttcccaag 
gccaactgcc agcggctgga ccccagcggc 
atctacttct gctccaaaca ctttgaggag 
tatcacaggc taaaggaggg ggcagtcccc 



tgcacacggg acacgcgcga gacgcgcaac 60 
aaggacaacc cgaggcgagg cttgtggctg 12 0 
cagggcctgt gggacccggc atccgagtac 180 
gactgctttg agctggtggg aatcagtgga 240 
accatatttg agtctttctc caagttgcgc 300 
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cggacaacca agaccaaagg acacagttac 
agacgatgca ggaagcgctg ctccgagggc 
ccacctgctg atgtcacctg ctttcctgtg 
gcctccccag ctgggaggct ggagcctggc 
cccttgggtg cccaggcaga tgaagcaggc 
ccctcccctc tcgaaccacg gccagtctcc 
cccgccggag cctacatcca gaatgaacac 
aagcggcgag ccgaggcagc ccttgatgcc 
tgcaagcggc gggagcagcg gctgcggttg 
cgggagaagc gggcacaggc agatgcccgc 
gccatgcagc tgagcagcag catggcctga 

<210> 167 
<211> 825 
<212> DNA 
<213> Homo sapiens 



ccacctggcc cccctgaagt cagccggctc 3 60 
cgagggccca caactccatt ttctccacct 420 
gaagaggcct cagcacctgc cactttgccg 4 80 
cttagcagcc ccttttcaga cctactgggc 540 
tgcagcgccc agccttcacc agagcggcag 600 
ccctcagcgt atatgctgcg cctgccccca 660 
agctaccagg tgggcagcgc cttactctgg 720 
cttgacaagg cccagcgcca gctgcaggcc 780 
agactgacca agctgcagca ggagcgggca 84 0 
cagactctga aggagcatgt gcaggacttt 900 

930 



<400> 167 

atgcccaagt actgcagggc gccgaactgc 
aaccgccctg tgagcttcta caagttccca 
ctgcagcaca tgggctgtga gcactgggtg 
cacttcacac cctcctgctt ccagtggcgc 
gtgccctcca tcttctcccg gggaccacct 
cagaagccag tctcgccgcc gcctccccta 
gccatcccag tctctggccc agtgcgccta 
aagactgtgg ccaccatgct cctgaccccc 
caacctgaag tccctgccca acaggcccag 
caacgccggg tgcggaggct gcaacggtgc 
ctggaacggc tggcacagca gctacacggg 
ctgcagcgcc tgacaacagc ccagaccctt 
atctgtggag ggcctgacat agccatggtc 
gatgccaagc cggagctcct ggacactcgg 

<210> 168 

<211> 3171 

<212> DNA 

<213> Homo sapiens 



tccaacactg cgggccgcct gggtgcagac 60 
ctgaaggatg gtccccggct gcaggcctgg 12 0 
cccagctgcc accagcactt gtgcagcgag 180 
tggggtgtgc gctacctgcg gcctgatgca 240 
gccaagagtc agcggaggac ccgaagcacc 300 
cagaagaata cacccctgcc ccagagccct 360 
gtggtgctgg gccccacatc ggggagcccc 420 
ctggcccctg cgccaactcc tgagcggtca 4 80 
accgggctgg gcccagtgct gggagcactg 540 
caggagcggc accaggcgca gctgcaggcc 600 
gagagcctgc tggcacgggc acgccggggt 660 
ggacctgagg aatcccaaac cttcaccatc 720 
cttgcccagg accctgcacc tgccacagtg 780 
atccccagtg cataa 825 



<400> 168 

atgacccgaa gttgctccgc agtgggctgc 
cgcggcctct ccttccacca atttccaact 
gctgttaatc gtgtggaccc cagaagcaaa 
ctgtgttcca aacattttca agaaagtgac 
aaaaaaggag ctgtgccttc tgtttctcta 
ggtaaagcaa gacaaaaaat cctaaaacaa 
actgaggacc ataactatag tttaaagaca 
gaggtgcaac aaatgttaca agtgtccaaa 
atgatcaaga agagaaaggg tttacgatta 
tctgaagaaa cagagtgtct gctacgagct 
aattggagag aaacagatga gtactccgca 
ttgtgcagta gcaaagtcta tgattatgta 
atcctcagaa cgtggttatc caaatgccaa 
tcttttcttc aacgaagagt agagaatgga 
ataaaaagta tacctctcaa gcaacagctt 
gggtttatgg actttggtct tggaaaactt 
actgttttgt taatggcagt gggtattttt 
tttgtaaaca gagcatctgg atatttgcag 



agcacccgtg acaccgtgct cagccgggag 60 
gataccatac agcgctcaaa atggatcagg 120 
aagatttgga ttccaggacc aggtgctata 180 
tttgagtcat atggcataag aagaaagctg 240 
tacaagattc ctcaaggtgt acatcttaaa 300 
cctcttccag acaattctca agaagttgct 360 
cctttgacga taggtgcaga gaaactggct 420 
aaaagactta tctccgtaaa gaactacagg 480 
attgatgcac ttgtagaaga gaaactactt 540 
caattttcag attttaagtg ggagttatat 600 
gaaatgaaac aatttgcatg tacactctac 660 
agaaagattc ttaagctgcc tcattcttcc 720 
cccagtccag gtttcaacag caacattttt 780 
gatcagctct atcaatactg ttcattgtta 840 
cagtgggatc ctagcagtca cagtttgcag 900 
gatgctgatg aaacgccact tgcttcagaa 960 
ggccattgga gaacacctct tggttatttt 1020 
gctcagctgc ttcgtctgac tattggtaaa 1080 
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ctgagtgaca taggaatcac agttctggct gttacatctg atgccacagc acatagtgtt 114 0 
cagatggcaa aagcattggg gatacatatt gatggagacg acatgaaatg tacatttcag 1200 
catccttcat cttctagtca acagattgca tacttctttg actcttgcca cttgctaaga 1260 
ttaataagaa atgcatttca gaattttcaa agcattcagt ttattaatgg tatagcacat 1320 
tggcagcacc tcgtggagtt agtagcactg gaggaacagg aattatcaaa tatggaaaga 13 80 
ataccaagta cacttgcaaa tttgaaaaat catgtactga aagtgaatag tgccacccaa 144 0 
ctctttagtg agagtgtagc cagtgcatta gaatatttgt tatccttaga cctgccacct 1500 
tttcaaaact gtattggtac catccatttt ttacgtttaa ttaacaatct gtttgacatc 1560 
tttaatagta ggaactgtta tggaaaggga cttaaagggc ctctgttgcc tgaaacttac 1620 
agtaaaataa accacgtgtt aattgaagcc aagactattt ttgttacatt atctgacact 1680 
agcaataatc aaataattaa aggtaagcaa aaactaggat tcctgggatt tttgctcaat 1740 
gctgagagct taaaatggct ctaccaaaat tatgttttcc caaaggtcat gccttttcct 1800 
tatcttctga cttacaaatt cagtcatgat catctggaat tatttctaaa gatgcttagg 1860 
caggtattag taacaagttc tagccctacc tgcatggcat tccagaaagc ttactataat 1920 
ttggagacca gatacaaatt tcaagatgaa gtttttctaa gcaaagtaag catctttgac 1980 
atttcaattg ctcgaaggaa agacttggcg ctttggacag ttcaacgtca gtatggtgtc 2040 
agcgttacaa agactgtctt tcacgaagag ggtatttgtc aagactggtc tcattgttca 2100 
ctaagtgagg cattactaga cctgtcagat cataggcgaa atctcatctg ttatgctggt 2160 
tatgttgcaa acaagttatc agctctttta acttgtgagg actgcatcac tgcactgtat 2220 
gcatcggatc tcaaagcctc taaaattggg tcactattat ttgttaaaaa gaagaatggt 2280 
ttgcattttc cttcagaaag tctgtgtcgg gtcataaata tttgtgagcg agttgtaaga 2340 
acccattcaa gaatggcaat ttttgaacta gtttctaaac aaagggaatt gtatcttcaa 2400 
cagaaaatat tatgtgagct ttctgggcat attgatcttt ttgtagatgt gaataagcat 2460 
ctctttgatg gagaagtgtg tgccatcaat cactttgtca agttgctaaa ggatataata 2520 
atctgtttct taaatatcag agctaaaaat gttgcacaga atcctttaaa acatcattca 2580 
gagagaactg atatgaaaac tttatcaagg aaacactggt cacctgtaca ggattataaa 2 64 0 
tgttcaagtt ttgctaatac cagtagtaaa ttcaggcatt tgctaagtaa cgatggatat 2700 
ccattcaaat gagagaccta aaatatatta acattttaat taagaatact tgatcaacat 2760 
tttttgaagt tcaatttacc atattttata aattgcgcat tctgcacagt ggacaagttt 2820 
gcaattctga cttattaaaa tttcaaattc tgcatatcac aaaatctcct tatacttttg 2880 
gtatggcttg cagcatttat gagttttcca aaatatagaa agcagtaggt cagtaggagc 2 94 0 
aaactagcca acaggtactg tctttgaatt tactactgta agactaagca gtgttactgg 3000 
acacagtttt aacttgttca atctgcttca aaaacaagaa aaacaacaac tatgagttat 3060 
caaaatattg actccattta tgactagact acatttctga aagatctttg gtttacgatt 3120 
cttaagaata ttgacaatac ctataaaact ttgaagataa cttttactta a 3171 

<210> 169 
<211> 774 
<212> DNA 
<213> Homo sapiens 



<400> 169 

atgccggccc gttgtgtggc cgcccactgc ggcaacacca ccaagtctgg gaagtcgctg 60 
ttccgctttc ccaaggaccg ggccgtgcgg ctgctctggg accgcttcgt gcggggttgc 12 0 
cgcgccgact ggtacggagg caatgaccgc tcggtcatct gctctgacca ctttgcccca 180 
gcctgttttg acgtctcttc ggttatccag aagaacctgc. gcttctccca gcgcctgagg 240 
ctggtggcag gcgccgtgcc caccctgcac cgggtgcccg ccccggcacc taagagggga 3 00 
gaggagggag accaagcagg ccgcctggac acgcgaggag agctccaggc agccaggcat 360 
tctgaggctg ccccaggtcc agtctcctgt acacgccccc gagctgggaa gcaggctgca 420 
gcttcacaga ttacgtgtga aaatgaactt gtgcaaaccc aaccccatgc tgataatcca 4 80 
tctaatactg tcacttcagt acctactcac tgtgaagaag gcccagtgca taaaagtaca 540 
caaatttctt tgaaaaggcc ccgtcaccgt agtgtgggta ttcaagccaa agtgaaagcg 600 
tttggaaaaa gactgtgtaa tgcaactact cagacagagg aattgtggtc tagaacttcc 660 
tctctctttg acatttactc cagtgattca gaaacagata cagactggga tatcaagagt 720 
gaacagagtg atttgtctta tatggctgta caggtgaaag aagaaacatg ttaa 774 



<210> 170 



74 



<211> 945 
<212> DNA 
<213> Homo sapiens 

<400> 170 

atgcctggct ttacgtgctg cgtgccaggc tgctacaaca actcgcaccg ggacaaggcg 60 
ctgcacttct acacgtttcc aaaggacgct gagttgcggc gcctctggct caagaacgtg 120 
tcgcgtgccg gcgtcagtgg gtgcttctcc accttccagc ccaccacagg ccaccgtctc 180 
tgcagcgttc acttccaggg cggccgcaag acctacacgg tacgcgtccc caccatcttc 240 
ccgctgcgcg gcgtcaatga gcgcaaagta gcgcgcagac ccgctggggc cgcggccgcc 300 
cgccgcaggc agcagcagca acagcagcag cagcagcaac agcagcaaca gcagcagcag 360 
cagcaacagc agcagcagca gcagcagcag cagcagtcct caccctctgc ctccactgcc 420 
cagactgccc agctgcagcc gaacctggta tctgcttccg cggccgtgct tctcaccctt 480 
caggccactg tagacagcag tcaggctccg ggatccgtac agccggcgcc catcactccc 54 0 
actggagaag acgtgaagcc catcgatctc acagtgcaag tggagtttgc agccgcagag 600 
ggcgcagccg ctgcggccgc cgcgtcggag ttacaggctg ctaccgcagg gctggaggct 660 
gccgagtgcc ctatgggccc ccagttggtg gtggtagggg aagagggctt ccctgatact 72 0 
ggctccgacc attcgtactc cttgtcgtca ggcaccacgg aggaggagct cctgcgcaag 780 
ctgaatgagc agcgggacat cctggctctg atggaagtga agatgaaaga gatgaaaggc 840 
agcattcgcc acctgcgtct cactgaggcc aagctgcgcg aagaactgcg tgagaaggat 900 
cggctgcttg ccatggctgt catccgcaag aagcacggaa tgtga 945 

<210> 171 
<211> 2286 
<212> DNA 

<213> Homo sapiens 
<400> 171 

atgccgaact tctgcgctgc ccccaactgc acgcggaaga gcacgcagtc cgacttggcc 60 
ttcttcaggt tcccgcggga ccctgccaga tgccagaagt gggtggagaa ctgtaggaga 12 0 
gcagacttag aagataaaac acctgatcag ctaaataaac attatcgatt atgtgccaaa 180 
cattttgaga cctctatgat ctgtagaact agtccttata ggacagttct tcgagataat 24 0 
gcaataccaa caatatttga tcttaccagt catttgaaca acccacatag tagacacaga 3 00 
aaacgaataa aagaactgag tgaagatgaa atcaggacac tgaaacagaa aaaaattgat 360 
gaaacttctg agcaggaaca aaaacataaa gaaaccaaca atagcaatgc tcagaacccc 420 
agcgaagaag agggtgaagg gcaagatgag gacattttac ctctaaccct tgaagagaag 480 
gaaaacaaag aatacctaaa atctctattt gaaatcttga ttctgatggg aaagcaaaac 540 
atacctctgg atggacatga ggctgatgaa atcccagaag gtctctttac tccagataac 600 
tttcaggcac tgctggagtg tcggataaat tctggtgaag aggttctgag aaagcggttt 660 
gagacaacag cagttaacac gttgttttgt tcaaaaacac agcagaggca gatgctagag 720 
atctgtgaga gctgtattcg agaagaaact ctcagggaag tgagagactc acacttcttt 7 80 
tccattatca ctgacgatgt agtggacata gcaggggaag agcacctacc tgtgttggtg 84 0 
aggtttgttg atgaatctca taacctaaga gaggaattta taggcttcct gccttatgaa 900 
gccgatgcag aaattttggc tgtgaaattt cacactatga taactgagaa gtggggatta 960 
aatatggagt attgtcgtgg ccaggcttac attgtctcta gtggattttc ttccaaaatg 1020 
aaagttgttg cttctagact tttagagaaa tatccccaag ctatctacac actctgctct 1080 
tcctgtgcct taaatatgtg gttggcaaaa tcagtacctg ttatgggagt atctgttgca 1140 
ttaggaacaa ttgaggaagt ttgttctttt ttccatcgat caccacaact gcttttagaa 1200 
cttgacaacg taatttctgt tctttttcag aacagtaaag aaaggggtaa agaactgaag 1260 
gaaatctgcc attctcagtg gacaggcagg catgatgctt ttgaaatttt agtggaactc 1320 
ctgcaagcac ttgttttatg tttagatggt ataaatagtg acacaaatat tagatggaat 1380 
aactatatag ctggccgagc atttgtactc tgcagtgcag tgtcagattt tgatttcatt 1440 
gttactattg ttgttcttaa aaatgtccta tcttttacaa gagcctttgg gaaaaacctc 1500 
caggggcaaa cctctgatgt cttctttgcg gccggtagct tgactgcagt actgcattca 1560 
ctcaacgaag tgatggaaaa tattgaagtt tatcatgaat tttggtttga ggaagccaca 1620 
aatttggcaa ccaaacttga tattcaaatg aaactccctg ggaaattccg cagagctcac 1680 
cagggtaact tggaatctca gctaacctct gagagttact ataaagaaac cctaagtgtc 1740 
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ccaacagtgg agcacattat tcaggaactt 
gctcttaaat gcttatctct ggtaccctca 
gaggaacacc atgctgacat gtatagaagt 
gagcttcatt gttggagaat caaatggaaa 
accatctatg aagccctcca cctgcctgac 
ctgaaggtcc tgtgtattct tcctgtgatg 
cgaaagcgtc ttaaagcata tttgaggaac 
gctttgctta acataaattt tgatataaaa 
attaaactct atacaagtaa gtcagagctt 
acctaa 



aaagatatat tctcagaaca gcacctcaaa 1800 
gtcatgggac aactcaaatt caatacgtcg 1860 
gacttaccca atcctgacac gctgtcagct 1920 
cacaggggga aagatataga gcttccgtcc 1980 
atcaagtttt ttcctaatgt gtatgcattg 2040 
aaggttgaga atgagcggta tgaaaatgga 2100 
actttgacag accaaaggtc aagtaacttg 2160 
cacgacctgg atttaatggt ggacacatat 2220 
cctacagata attccgaaac tgtggaaaat 2280 

2286 



<210> 172 
<211> 633 
<212> DNA 
<213> Mus musculus 



<400> 172 

atggtgcagt cctgctccgc ctacggctgc aagaaccgct acgacaagga caagcccgtc 60 
tccttccaca agtttcctct tactcgcccc agcctttgta agcagtggga ggcagctgtt 12 0 
aaaaggaaaa acttcaagcc caccaagtac agcagcatct gctcggagca cttcaccccg 180 
gactgcttta agagggagtg caacaacaag ctactgaagg agaacgctgt gcccacaata 240 
tttctctata tcgagccaca tgagaagaag gaagacctgg aatcccaaga acagctcccc 3 00 
tctccttcac cccccgcttc ccaggttgat gctgctattg ggctgctaat gccccctctg 360 
cagacccctg ataacctgtc ggttttctgt gaccacaatt acactgtgga ggatacgatg 420 
caccagagga agaggatcct gcagctggag cagcaggtgg agaaactcag gaagaagctc 480 
aagacggccc agcagcggtg ccggcggcag gagaggcagc tcgagaagct caaggaagtc 540 
gtccactttc agagagagaa ggacgacgcg tccgagaggg gctacgtgat cctaccaaat 600 
gactactttg aaattgttga agttccagca tga 633 



<210> 173 
<211> 654 
<212> DNA 
<213> Mus musculus 



<400> 173 

atgccgacca attgcgccgc ggcgggctgt gctgctacct acaacaagca cattaacatc 60 
agcttccaca ggtttccttt ggatcctaaa agaagaaaag aatgggttcg cctggttagg 120 
cgcaaaaatt ttgtgccagg aaaacacact tttctttgct caaagcactt tgaagcctcc 180 
tgttttgatc taacaggaca aacccgacga cttaaaatgg atgctgttcc aaccattttt 24 0 
gatttttgta cccatataaa gtctctgaaa ctcaagtcaa ggaatcttct gaagacaaac 300 
aacagttttc ctccaactgg accatgtaat ttaaagctga acggcagtca gcaagtactg 360 
cttgaacaca gttatgcctt taggaaccct atggaggcga aaaaaaggat aattaaacta 420 
gaaaaggaaa tagcaagctt gagaaaaaaa atgaaaactt gcctgcaaag agaacgcaga 4 80 
gcaactcgaa ggtggatcaa agccacgtgc tttgtgaaga gcttagaagc aagtaacatg 540 
ctacctaagg gcatctcaga acagatttta ccaactgcct taagcaatct tcctctggaa 600 
gatttaaaaa gtcttgaaca agatcaacaa gataaaacag tacccattct ctaa 654 

<210> 174 
<211> 657 
<212> DNA 
<213> Mus musculus 



<400> 174 

atgccgaagt cttgcgcggc ccggcaatgc 
ctcaccttcc accggttccc cttcagccgc 
atcggccggg ctgacttcaa gcctaagcag 
cccgagtgct tcagcgcctt tgggaaccgc 



tgcaaccgct acagcagccg caggaagcag 60 
ccggagctgt tgagggagtg ggtgctcaac 120 
cacacagtca tctgctcgga acacttcaga 180 
aagaacctga aacacaatgc tgtgcccacg 240 
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gtgttcgctt ttcagaaccc cacagaggtc tgccctgagg tgggggctgg tggggacagc 300 
tcagggagga acatggacac cacactggaa gaacttcagc ctccaacccc ggaaggcccc 360 
gtgcagcagg tcttaccaga tcgagaagca atggaggcca cggaggccgc tggcctgcct 42 0 
gccagccctc tggggttgaa gaggcccctt ccgggacagc cgtctgatca cagttatgcc 480 
ctttcggact tggataccct caaaaaaaaa ctctttctca cactgaagga aaacaagagg 540 
cttcggaagc ggctgaaagc ccagaggctg ctgttgcgga ggacatgtgg ccgcctgaga 600 
gcctacagag agggacagcc gggacctcgg gccagacggc cggcacaggg aagctga 657 

<210> 175 
<211> 558 
<212> DNA 
<213> Mus musculus 



<400> 175 

atactgcaag catttggaag cctaaaaaaa ggagatgtgc tgtgttcaag acacttcaag 60 
aagacagact ttgacagaag cactctaaac actaagctga aggcaggagc catcccttct 120 
atctttgaat gtccatatca cttacaggag aaaagagaaa aacttcactg tagaaaaaac 180 
ttccttctca aaacccttcc catcacccac catggccgcc agcttgttgg tgcctcctgc 240 
attgaagaat tcgaacccca gttcattttt gaacatagct acagtgttat ggacagccca 300 
aagaagctta agcataagct agaccgtgtg atcatcgagc tggagaatac caaggaaagc 360 
ctacggaatg ttttagcccg agaaaaacac tttcaaaagt cactgaggaa gacaatcatg 420 
gaactaaagg atgaaagtct gatcagccag gaaacagcca atagtctggg tgctttctgt 480 
tgggagtgct atcatgaaag cacagcagga ggctgtagtt gtgaagtcat ttcttatatg 540 
cttcatctgc agttgaca 558 

<210> 176 

<211> 1719 

<212> DNA 

<213> Homo sapiens 



<400> 176 

ctttccgcgc ggcggaagag cgcgcgccag cttcggcaca cttgggagcc ggatcccagc 60 
cctacgcctc gtcccctaca agctcctcca agccccgccg gctgctgtgg gagcggcggc 120 
cgtcctctcc tggaggtcgt ctcctggcat cctcggggcc gcaggaagga agaggaggca 180 
gcggccggag ccctggtggg cggcctgagg tgagagcccg accggcccct ttgggaatat 24 0 
ggcgaccggt ggctaccgga ccagcagcgg cctcggcggc agcaccacag acttcctgga 300 
ggagtggaag gcgaaacgcg agaagatgcg cgccaagcag aaccccccgg gcccggcccc 360 
cccgggaggg ggcagcagcg acgccgctgg gaagcccccc gcgggggctc tgggcacccc 42 0 
ggcggccgcc gctgccaacg agctcaacaa caacctcccg ggcggcgcgc cggccgcacc 480 
tgccgtcccc ggtcccgggg gcgtgaactg cgcggtcggc tccgccatgc tgacgcgggc 540 
gcccccggcc cgcggcccgc ggcggtcgga ggacgagccc ccagccgcct ctgcctcggc 600 
tgcaccgccg ccccagcgtg acgaggagga gccggacggc gtcccagaga agggcaagag 660 
ctcgggcccc agtgccagga aaggcaaggg gcagatcgag aagaggaagc tgcgggagaa 72 0 
gcggcgctcc accggcgtgg tcaacatccc tgccgcagag tgcttagatg agtacgaaga 780 
tgatgaagca gggcagaaag agcggaaacg agaagatgca attacacaac agaacactat 840 
tcagaatgaa gctgtaaact tactagatcc aggcagttcc tatctgctac aggagccacc 900 
tagaacagtt tcaggcagat ataaaagcac aaccagtgtc tctgaagaag atgtctcaag 960 
tagatattct cgaacagata gaagtgggtt ccctagatat aacagggatg caaatgtttc 1020 
aggtactctg gtttcaagta gcacactgga aaagaaaatt gaagatcttg aaaaggaagt 1080 
agtaacagaa agacaagaaa acctaagact tgtgagactg atgcaagata aagaggaaat 1140 
gattggaaaa ctcaaagaag aaattgattt attaaataga gacctagatg acatagaaga 12 00 
tgaaaatgaa cagctaaagc aggaaaataa aactcttttg aaagttgtgg gtcagctgac 1260 
caggtagagg attcaagact caatgtggaa aaaatatttt aaactactga ttgaatgtta 1320 
atggtcaatg ctagcacaat attcctatgc tgcaatacat taaaataact aagcaagtat 13 80 
atttatttct agcaaacaga tgtttgtttt caaaatactt ctttttcatt attggtttta 1440 
aaaaagcatt atccttttat ctcacaaata agtaatatct ttcagttatt aaatgataga 1500 
taatgccttt ttggttttgt gtggtattca actaatacat ggtttaaagt cacagccgtt 1560 
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tgaatatatt ttatcttggt agtacatttt ctcccttagg aatatacata gtctttgttt 1620 
acatgagttc caatactttt gggatgttac cctcacatgt ccctatactg atgtgtgcca 1680 
ccttttatgt gttgatgact cactcataag gttttggtc 1719 



<210> 177 

<211> 878 
<212> DNA 

<213> Homo sapiens 

<400> 177 

atcccagccc acgcacagac ccccaacttg cagctgccca cctcaccctc agctctggcc 60 
tcttactcac cctctaccac agacatggct cagtcactgg ctctgagcct ccttatcctg 120 
gttctggcct ttggcatccc caggacccaa ggcagtgatg gaggggctca ggactgttgc 180 
ctcaagtaca gccaaaggaa gattcccgcc aaggttgtcc gcagctaccg gaagcaggaa 240 
ccaagcttag gctgctccat cccagctatc ctgttcttgc cccgcaagcg ctctcaggca 300 
gagctatgtg cagacccaaa ggagctctgg gtgcagcagc tgatgcagca tctggacaag 360 
acaccatccc cacagaaacc agcccagggc tgcaggaagg acaggggggc ctccaagact 420 
ggcaagaaag gaaagggctc caaaggctgc aagaggactg agcggtcaca gacccctaaa 4 80 
gggccatagc ccagtgagca gcctggagcc ctggagaccc caccagcctc accagcgctt 540 
gaagcctgaa cccaagatgc aagaaggagg ctatgctcag gggccctgga gcagccaccc 600 
catgctggcc ttgccacact ctttctcctg ctttaaccac cccatctgca ttcccagctc 660 
taccctgcat ggctgagctg cccacagcag gccaggtcca gagagaccga ggagggagag 720 
tctcccaggg agcatgagag gaggcagcag gactgtcccc ttgaaggaga atcatcagga 780 
ccctggacct gatacggctc cccagtacac cccacctctt ccttgtaaat atgatttata 840 
cctaactgaa taaaaagctg ttctgtcttc ccacccaa 878 

<210> 178 
<211> 34 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Interferon gamma homology motif of THAPl 

<400> 178 

Asn Tyr Thr Val Glu Asp Thr Met His Gin Arg Lys Arg lie His Gin 

15 10 15 

Leu Glu Gin Gin Val Glu Lys Leu Arg Lys Lys Leu Lys Thr Ala Gin 
20 25 30 

Gin Arg 



<210> 179 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Nuclear localization sequence of THAPl 
<400> 179 

Arg Lys Arg lie His Gin Leu Glu Gin Gin Val Glu Lys Leu Arg Lys 

15 10 15 

Lys Leu Lys Thr 
20 
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<210> 180 
<211> 38 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Consensus sequence for PAR4 binding domain of THAP 
<221> UNSURE 

<222> 3-16, 19, 23, 25-35 

<223> Xaa = any of the twenty amino acids 



<221> VARIANT 
<222> 37 

<223> Xaa = Arg or Lys 



<400> 180 

Leu Glu Xaa Xaa Xaa Xaa Xaa Xaa 

1 5 
Gin Arg Xaa Arg Arg Gin Xaa Arg 
20 

Xaa Xaa Xaa Gin Arg Glu 
35 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

10 15 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
25 30 



<210> 181 
<211> 50 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 181 

gaattcggcc attatggcct gcaggatccg gccgcctcgg cccaggatcc 

<210> 182 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<220> 



<400> 182 

Ser Asp Gly Gly Ala Gin Asp Cys Cys Leu Lys Tyr Ser Gin Arg Lys 

15 10 15 

lie Pro Ala Lys Val Val Arg Ser Tyr Arg Lys Gin Glu Pro Ser Leu 

20 25 30 

Gly Cys Ser lie Pro Ala lie Leu Phe Leu Pro Arg Lys Arg Ser Gin 

35 40 45 

Ala Glu Leu Cys Ala Asp Pro Lys Glu Leu Trp Val Gin Gin Leu Met 

50 55 60 

Gin His Leu Asp Lys Thr Pro Ser Pro Gin Lys Pro Ala Gin Gly Cys 
65 70 75 80 

Arg Lys Asp Arg Gly Ala Ser Lys Thr Gly Lys Lys Gly Lys Gly Ser 
85 90 95 
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Lys Gly Cys Lys Arg Thr Glu Arg Ser Gin Thr Pro Lys Gly Pro 
100 105 110 



<210> 183 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 183 

gcgggatccg tagtgatgga ggggctcagg actgttg 37 

<210> 184 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 184 

gcgggatccc tatggccctt taggggtctg tgacc 35 

<210> 185 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 185 

ccgaattcag gatggtgcag tcctgctccg cct 33 

<210> 186 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 186 

cgcggatcct gctggtactt caactatttc aaagtagtc 39 

<210> 187 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 187 
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ccgaattcag gatggtgcag tcctgctccg cct 

<2lO> 188 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 188 

cgcggatcct gctggtactt caactatttc aaagtagtc 

<210> 189 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 189 

gcggaattca tggcgaccgg tggctaccgg acc 

<210> 190 
<211> 35 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 190 

gcgggatccc tctacctggt cagctgaccc acaac 

<210> 191 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 191 

ccgaattcag gatggtgcag tcctgctccg cct 

<210> 192 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 192 

cgcggatcct gctggtactt caactatttc aaagtagtc 
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<210> 193 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 193 

cgcgaattcg ccatcatggg gttccctaga tataacaggg atgcaa 

<210> 194 
<211> 37 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 194 

gccggatccg ggttccctag atataacagg gatgcaa 

<210> 195 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 195 

gcgctctaga gccatcatgg aggagcagaa gctgatc 

<210> 196 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 196 

cttgcggccg cctctacctg gtcagctgac ccacaac 

<210> 197 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 197 

gcggaattca aagaagatct tctggagcca caggaac 

<210> 198 
<211> 39 
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<212> DMA 

<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 198 

cgcggatcct gctggtactt caactatttc aaagtagtc 39 

<210> 199 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 199 

gcggaattca tgccgcctct tcagacccct gttaa 35 

<210> 200 
<211> 36 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 200 

gcggaattca tgcaccagcg gaaaaggatt catcag 36 

<210> 201 

<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 201 

ccgaattcag gatggtgcag tcctgctccg cct 33 

<210> 202 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 202 

gcgggatccc ttgtcatgtg gctcagtaca aagaaatat 39 

<210> 203 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Primer 
<400> 203 

cgggatcctg tgcggtcttg agcttctttc tgag 

<210> 204 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 204 

gcgggatccg tcgtctttct ctttctggaa gtgaac 

<210> 205 
<211> 36 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence for PAR4 binding domain of THAP 
<221> UNSURE 

<222> 3-14, 17, 21, 23-33, 35 

<223> Xaa = any of the twenty amino acids 

<400> 205 

Leu Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Gin Arg 

15 10 15 

Xaa Arg Arg Gin Xaa Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

20 25 30 

Xaa Gin Xaa Glu 
35 



<210> 206 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 206 

ccgcacagca gcgatgcgct gctcaagaac ggcagcttg 

<210> 207 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
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<400> 207 

caagctgccg ttcttgagca gcgcatcgct gctgtgcgg 

<210> 208 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 208 

gctcaagacc gcacagcaag aacggcagct tg 

<210> 209 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 209 

caagctgccg ttcttgctgt gcggtcttga gc 

<210> 210 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 210 

gcgggatccc taaattagaa aggggtgggg gtagcc 

<210> 211 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 211 

gcggaattca tggagcctgc acccgcccga tc 

<210> 212 
<211> 37 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 212 
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gcggaattca aagaagatct tctggagcca caggaac 

<210> 213 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 213 

cgcggatcct gctggtactt caactatttc aaagtagtc 

<210> 214 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 214 

cgcggatccg tgcagtcctg ctccgcctac ggc 

<210> 215 
<211> 39 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 215 

ccgaattctt atgctggtac ttcaactatt tcaaagtag 

<210> 216 
<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 216 

gccgaattca tgccgaactt ctgcgctgcc ccc 

<210> 217 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 217 

cgcggatcct taggttattt tccacagttt cggaattatc 
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<210> 218 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 218 

gcgctgcagc aagctaaatt taaatgaagg tactcttgg 

<210> 219 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 219 

gcgagatctg ggaaatgccg accaattgcg ctgcg 

<210> 220 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 220 

agaggatcct tagctctgct gctctggccc aagtc 

<210> 221 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 221 

agagaattca tgccgaagtc gtgcgcggcc eg 

<210> 222 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 222 

gcggaattca tgccgcgtca ctgctccgcc gc 

<210> 223 
<211> 34 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 223 

gcgggatcct caggccatgc tgctgctcag ctgc 34 

<210> 224 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 224 

gcgagatctc gatggtgaaa tgctgctccg ccattgga 38 

<210> 225 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 225 

gcgggatcct catgaaatat agtcctgttc tatgctctc 39 

<210> 226 

<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 226 

gcgagatctc gatgcccaag tactgcaggg cgccg 35 

<210> 227 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 227 

gcggaattct tatgcactgg ggatccgagt gtccagg 37 

<210> 228 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Primer 



<400> 228 

gcggaattca tgccggcccg ttgtgtggcc gc 32 

<210> 229 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 229 

gcgggatcct taacatgttt cttctttcac ctgtacagc 3 9 

<210> 230 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 230 

gcgagatctc gatgcctggc tttacgtgct gcgtgc 36 

<210> 231 
<211> 36 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 231 

gcggaattct cacattccgt gcttcttgcg gatgac 36 

<210> 232 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 232 

ccgaattcag gatggtgcag tcctgctccg cct 33 

<210> 233 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Primer 
<400> 233 

cgcggatcct gctggtactt caactatttc aaagtagtc 

<210> 234 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 234 

gcgctctaga gccatcatgg aggagcagaa gctgatc 

<210> 235 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 235 

gcgctctaga ttatgctggt acttcaacta tttcaaagta g 

<210> 236 
<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 236 

cgcggatccg tgcagtcctg ctccgcctac ggc 

<210> 237 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 237 

cgcggatcct gctggtactt caactatttc aaagtagtc 

<210> 238 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
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<400> 238 

gccggatccg ggttccctag atataacagg gatgcaa 

<210> 239 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 239 

gcgggatccc tctacctggt cagctgaccc acaac 

<210> 240 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 240 

gcgggatcca gtgatggagg ggctcaggac tgttg 

<210> 241 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 241 

gcgggatccc tatggccctt taggggtctg tgacc 

<210> 242 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 242 

gcgcatatgg tgcagtcctg ctccgcctac ggc 

<210> 243 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 243 

gcgctcgagt ttcttgtcat gtggctcagt acaaag 



<210> 244 
<211> 62 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 

<221> unsure 
<222> 21-45 

<223> n = any of the four nucleotides 



<400> 244 

tgggcactat ttatatcaac nnnnnnnnnn nnnnnnnnnn nnnnnaatgt cgttggtggc 60 
cc 62 



<210> 245 

<211> 30 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Primer 



<400> 245 

accgcaagct tgggcactat ttatatcaac 30 

<210> 246 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 246 

ggtctagagg gccaccaacg catt 24 

<210> 247 
<211> 2173 
<212> DNA 

<213> Homo sapiens 



<400> 247 

gacgggcgat ggctgtggtc cttctgctaa tgcaaacaac aaaacgggca cactagtcac 60 
ccccgaggga ggccaccatc actgtaactg ttggccaaag ctacaaaaga agcgagggaa 120 
tccaaccgag cgcagcgaca ctgagaacag cttcccctgc cttctgcggc ggcagaagtg 180 
aagtgcctga ggaccggaag gatggtgcag tcctgctccg cctacggctg caagaaccgc 240 
tacgacaagg acaagcccgt ttctttccac aagtttcctc ttactcgacc cagtctttgt 3 00 
aaagaatggg aggcagctgt cagaagaaaa aactttaaac ccaccaagta tagcagtatt 360 
tgttcagagc actttactcc agactgcttt aagagagagt gcaacaacaa gttactgaaa 420 
gagaatgctg tgcccacaat atttctttgt actgagccac atgacaagaa agaagatctt 480 
ctggagccac aggaacagct tcccccacct cctttaccgc ctcctgtttc ccaggttgat 540 
gctgctattg gattactaat gccgcctctt cagacccctg ttaatctctc agttttctgt 600 
gaccacaact atactgtgga ggatacaatg caccagcgga aaaggattca tcagctagaa 660 
cagcaagttg aaaaactcag aaagaagctc aagaccgcac agcagcgatg cagaaggcaa 720 
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gaacggcagc ttgaaaaatt aaaggaggtt gttcacttcc agaaagagaa agacgacgta 7 80 
tcagaaagag gttatgtgat tctaccaaat gactactttg aaatagttga agtaccagca 84 0 
taaaaaaatg aaatgtgtat tgatttctaa tggggcaata ccacatatcc tcctctagcc 90 0 
tgtaaaggag tttcatttaa aaaaataaca tttgattact tatataaaaa cagttcagaa 960 
tattttttta aaaaaaattc tatatatact gtaaaattat aaattttttt gtttgtaatt 1020 
tcaggttttt tacattttaa caaaatattt taaaagttat aaactaacct cagacctcta 1080 
atgtaagttg gtttcaagat tggggatttt ggggtttttt ttttagtatt tatagaaata 1140 
atgtaaaaat aaaaagtaaa gagaatgaga acagtgtggt aaaagggtga tttcagttta 1200 
aaacttaaaa ttagtactgt tttattgaga gaatttagtt atattttaaa tcagaagtat 1260 
gggtcagatc atgggacata acttcttaga atatatatat acatatgtac atattctcat 1320 
atgtaaagtc acaaggttca tttatctttc tgaatcagtt atcaaagata aattggcaag 13 80 
tcagtactta agaaaaaaga tttgattatc atcacagcag aaaaaagtca ttgcatatct 1440 
gatcaataac ttcagattct aagagtggat tttttttttt tacatgggct cctatttttt 1500 
cccctactgt cttgcattat aaaattagaa gtgtattttc agtggaagaa acatttttca 1560 
ataaataaag taaggcattg tcatcaatga agtaattaaa actgggacct gatctatgat 1620 
acgctttttt ctttcattac accctagctg aaggacatcc cagttcccca gctgtagtta 1680 
tgtatctgcc ttcaagtctc tgacaaatgt gctgtgttag tagagtttga tttgtatcat 1740 
atgataatct tgcacttgac tgagttggga caaggcttca cataaaaaat tatttcttca 1800 
cttttaacac aagttagaaa ttatatccca tttagttaaa tgcgtgattt atattcagaa 1860 
caacctacta tgtagcgttt attttactga atgtggagat ttaaacactg aggtttctgt 1920 
tcaaactgtg agttctgttc tttgtgagaa attttacata tattggaagt gaaaatatgt 1980 
tctgagtaaa caaatattgc tatgggagtt atctttttag atttagaata actgttccaa 2040 
tgataattat tacttttata tttcaaagta cactaagatc gttgaagagc aatagaacct 2100 
ttaagacagt attaaaggtg tgaaacaaaa aaaaaaaaaa taaaaaaaaa aaaaaaaaaa 2160 
aaaaaaaaaa aaa 2173 

<210> 248 

<211> 1302 

<212> DNA 

<213> Homo sapiens 

<400> 248 

aattgctctg aggaccgctg ccaaagaaac gcagtagatc cgctccctct tgggggcggg 60 
gagaaagaac gggttgtgtc cgccatgttg gtgaagtcaa gcgaaggcga ctagagctcc 12 0 
aggagggcca gttctgtggg ctctagtcgg ccatattaat aaagagaaag ggaaggctga 180 
ccgtccttcg cctccgcccc cacatacaca ccccttcttc ccactccgct ctcacgacta 240 
agctctcacg attaaggcac gcctgcctcg attgtccagc ctctgccaga agaaagctta 300 
gcagccagcg cctcagtaga gacctaaggg cgctgaatga gtgggaaagg gaaatgccga 360 
ccaattgcgc tgcggcgggc tgtgccacta cctacaacaa gcacattaac atcagcttcc 420 
acaggtttcc tttggatcct aaaagaagaa aagaatgggt tcgcctggtt aggcgcaaaa 480 
attttgtgcc aggaaaacac acttttcttt gttcaaagca ctttgaagcc tcctgttttg 540 
acctaacagg acaaactcga cgacttaaaa tggatgctgt tccaaccatt tttgattttt 600 
gtacccatat aaagtctatg aaactcaagt caaggaatct tttgaagaaa aacaacagtt 660 
gttctccagc tggaccatct aatttaaaat caaacattag tagtcagcaa gtactacttg 72 0 
aacacagcta tgcctttagg aatcctatgg aggcaaaaaa gaggatcatt aaactggaaa 780 
aagaaatagc aagcttaaga agaaaaatga aaacttgcct acaaaaggaa cgcagagcaa 84 0 
ctcgaagatg gatcaaagcc acgtgtttgg taaagaattt agaagcaaat agtgtattac 900 
ctaaaggtac atcagaacac atgttaccaa ctgccttaag cagtcttcct ttggaagatt 960 
ttaagatcct tgaacaagat caacaagata aaacactgct aagtctaaat ctaaaacaga 1020 
ccaagagtac cttcatttaa atttagcttg cacagagctt gatgcctatc cttcattctt 1080 
ttcagaagta aagataatta tggcacttat gccaaaattc attatttaat aaagttttac 1140 
ttgaagtaac attactgaat ttgtgaagac ttgattacaa aagaataaaa aacttcatat 1200 
ggaaatttta tttgaaaatg agtggaagtg ccttacatta gaattacgga cttaaaaatt 1260 
ttgctaataa attgtgtatt tgaaaaaaaa aaaaaaaaaa aa 1302 

<210> 249 
<211> 1995 
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<212> DNA 

<213> Homo sapiens 



<400> 249 

ccagtgacgt cagaggagtc cagacctatt cacaattcaa agccctaaaa acactgaggg 60 
gttggccgtt ggtttccagt tgtccaagcc tgtgagtggc tatgcgtcct ggttgggtgc 120 
tcaaagcaag gaggtgaaag gcgaccagca ttggcgaatg gggtaagact tgcacaggcc 180 
caaggctagg agttggggtt tcgggcctga attggggccc ggagcacccc tttacgtggc 24 0 
gccccgggtc ccgtccgacc ctggggagac gcgggtggct gggatggcag gatgagcgcg 3 00 
ccctggaggc gagccaggcc cgtcaccacc tcccagcggc cccgcccctc cccgcaggtc 3 60 
cctcccctct ccgcaggccc cgccgccgcc gccatctttg ttgggggcag ccaggcctgg 420 
ctcgagatgc cgaagtcgtg cgcggcccgg cagtgctgca accgctacag cagccgcagg 480 
aagcagctca ccttccaccg gtttccgttc agccgcccgg agctgctgaa ggaatgggtg 540 
ctgaacatcg gccggggcaa cttcaagccc aagcagcaca cggtcatctg ctccgagcac 600 
ttccggccag agtgcttcag cgcctttgga aaccgcaaga acctaaagca caatgccgtg 660 
cccacggtgt tcgcctttca ggaccccaca cagcaggtga gggagaacac agaccctgcc 720 
agtgagagag gaaatgccag ctcttctcag aaagaaaagg tcctccctga ggcgggggcc 780 
ggagaggaca gtcctgggag aaacatggac actgcacttg aagagcttca gttgccccca 840 
aatgccgaag gccacgtaaa acaggtctcg ccacggaggc cgcaagcaac agaggctgtt 900 
ggccggccga ctggccctgc aggcctgaga aggaccccca acaagcagcc atctgatcac 960 
agctatgccc ttttggactt agattccctg aagaaaaaac tcttcctcac tctgaaggaa 1020 
aatgaaaagc tccggaagcg cttgcaggcc cagaggctgg tgatgcgaag gatgtccagc 1080 
cgcctccgtg cttgcaaagg gcaccaggga ctccaggcca gacttgggcc agagcagcag 1140 
agctgagccc cacaggctcc ggacgcagag gtggcagtgg caccagggcc ggcagagctt 1200 
tggagctctg gctgtggaca tttttgtctg ctgtggacac tgagaaagtt ggccatgagg 1260 
cctgcttggc cggggatcga gacagtagcc aagctccccg gcgagagccc caatgccgtc 1320 
tgggggacgt ttagaggcgt ggcactagga gtgcacatct gtgagcatga caagcttatc 1380 
ctcccatggt aacagaagtc caggctgagg ctgattctgg acgctgccct ttcagcacac 1440 
gcagagcaaa gatcgttgga agccccagtg tgggagatgc tcctcaggga ggaagccatg 1500 
tgagggggct ggctctgtgg cgggtgagtg gtcccctcct ccatcagcct ggacagccgc 1560 
tcggggttct aaggagtgac tcctgtcccg gcctggtgtg agtgggcagt gtaataaagt 1620 
gtctttctat acggtgtcgc tcccatcatc attttctcta gtgccgtgat tccttctaag 1680 
aagactgact tccgtggccg ggcgcagtgg ctcatgcctg taatcccagc actttgagag 174 0 
gccgaggtgg ggagatcact tgaggtcagg agttcaagac cagcctggcc aacatggtga 1800 
aatcccatgt ctactaaaaa agacacaaat tagccaggcg tggtggcaca cacctgtagt 1860 
cccagctacc tgggaggctg agacaggagg atcagctgaa cccgggaggt ggaggttgca 1920 
gtgagccgag atcacaccac tgccctctag tattgtcact gggtgacaga gcgagactca 1980 
gtctgaaaaa aaaaa 1995 

<210> 250 

<211> 1999 

<212> DNA 

<213> Homo sapiens 



<400> 250 

gggctagggc cggggcctgg ctgcgcggct gggccaaggc ccgcgatggt gatctgctgt 60 

gcggccgtga actgctccaa ccggcaggga aagggcgaga agcgcgccgt ctccttccac 120 

aggttccccc taaaggactc aaaacgtcta atccaatggt taaaagctgt tcagagggat 180 

aactggactc ccactaagta ttcatttctc tgtagtgagc atttcaccaa agacagcttc 240 

tccaagaggc tggaggacca gcatcgcctg ctgaagccca cggccgtgcc atccatcttc 300 

cacctgaccg agaagaagag gggggctgga ggccatggcc gcacccggag aaaagatgcc 360 

agcaaggcca cagggggtgt gaggggacac tcgagtgccg ccaccggcag aggagctgca 42 0 

ggttggtcac cgtcctcgag tggaaacccg atggccaagc cagagtcccg caggttgaag 480 

caagctgctc tgcaaggtga agccacaccc agggcggccc aggaggccgc cagccaggag 54 0 

caggcccagc aagctctgga acggactcca ggagatggac tggccaccat ggtggcaggc 600 

agtcagggaa aagcagaagc gtctgccaca gatgctggcg atgagagcgc cacttcctcc 660 

atcgaagggg gcgtgacaga taagagtggc atttctatgg atgactttac gcccccagga 720 
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tctggggcgt gcaaatttat cggctcactt 
cgagaaaggc catctgtccc ccgagagccc 
gaaccaagct gcagtgggag cagcctggga 
agctcatcac ttaccgcgac accgcagaag 
gacgtcaccc caaagccagc cacggaagcc 
atgtccatca acgaggtcat cctgtcggcg 
cactcctact gcttctcctc ccggcagaac 
gtggagaaga agaacggcga gctgaagagc 
caggtgcgga agctacagga gaagctggat 
agtagcctgc tgtcgcccag ccgcgagccc 
tcctggatgc tgggcacctg gctgtcggac 
cagcccttcc agtacctgga ggaggttcac 
ttctcgttca actccttcca cccggacacg 
attcgcctca agcccgacac caacaaggtg 
gtggaagtgg aggagggcga ggtgaacggg 
gccaggatct ccttcgccaa ggagccccac 
aattctgaag gcaaacttga gcagacggtc 
cagcatcttc acgtcaccta caagaaggtg 
cgggagggcc tggctactgt gcctcaacgg 
aaaagtgggt gtggccgtga gcctctgcag 
ctggcataga aaaaccaaat aaaaggcctt 
aaaaaaaaaa aaaaaaaaa 



cattcgtaca gtttctcctc taagcacacc 780 
attgaccgca agaggctgaa gaaagatgtg 840 
cccgacaagg gcctggccca gagccctccc 900 
ccttcccaga gcccctctgc ccctcctgcc 960 
gtgcagagcg agcacagcga cgccagcccc 1020 
tcaggggcct gcaagctcat cgactcactg 1080 
aagagccagg tgtgctgcct gcgggagcag 114 0 
ctgcggcaga gggtcagccg ctccgacagc 1200 
gagctgagga gagtgagcgt cccctatcca 1260 
cccaagatga acccagtggt ggagccactg 1320 
ccacctggag ccgggaccta ccccacactg 13 80 
atctcccacg tgggccagcc catgctgaac 1440 
cgcaagccga tgcacagaga gtgtggcttc 1500 
gcctttgtca gcgcccagaa cacaggcgtg 1560 
caggagctgt gcatcgcatc ccactccatc 1620 
gtagagcaga tcacccggaa gttcaggctg 1680 
tccatggcaa ccacgacaca gccaatgact 1740 
accccgtaaa cctagagctt ctggagccct 1800 
ttcggctcct caacagacag tccctgcggc 1860 
gctcaagagt gttgtccaga tgtttctgta 1920 
tatttttatg gctgaggatt ttgaatatta 1980 

1999 



<210> 251 

<211> 1398 

<212> DNA 

<213> Homo sapiens 



<400> 251 

ggctgtgcgc cacttccggc ttcaaccccc 
gaagtgagtc gacagacgag gcggctttcc 
cgagaggcct ggacctgtgg cgcatcctca 
gccccggtct ccaggggcct cacccgagtc 
aagaaccgcc ggggacgaaa caataaagac 
catgacaaag aaagactgga aaagtggtta 
agtaaatacc agtttctatg tagtgaccat 
ggtattcgat atttaaaaca aactgcagtt 
cagggaaaag acccttctaa aaaaaaatcc 
gtatgcccaa aagccaagtc agaagaatca 
gttaacacag atgtgcccca tcaacatcca 
ccaccagctc ccaaaacagg aagtatacaa 
caacatactg ggaaaccaga atctaccttg 
ggtggttttc acacatgttt tgagaatcta 
aattcagaaa gtattcatca atctttggaa 
catcttgcta atccaaactt tacaagtaat 
ccattcttat tcagcacaat taatcaaaca 
gttattgcca tttttgtacc tgctgaaaat 
gcacaaaaag aaaccacgga aatggaagac 
gtagactatg ggacagaagt tttacaaatc 
aaggaacatc tttggcagaa agtctctaag 
aaagagcaac aaactctagg tagattgaag 
caggaaaact ggctatctga agaaaacgtc 
gaagtcacta tgatatag 



gaaaaggcgg tgcttaaacc ggaggaggcg 60 
cggcagaatg ctagcgcagg cgcaggggct 12 0 
gtgaggaggg ccgccctgca tccgtcgccg 180 
atgccccgct attgcgcagc gatttgttgt 240 
cggaagctga gtttttatcc atttcctcta 300 
aagaatatga agcgagattc atgggttccc 3 60 
tttactcctg actctcttga catcagatgg 420 
ccaacaatat tttctttgcc tgaagacaat 480 
cagaagaaaa acttggaaga tgagaaagaa 54 0 
tttgtattaa atgagacaaa gaaaaatata 600 
gaattacttc attcatcttc cttggtaaag 660 
aataacatgt taactcttaa tctagttaaa 720 
gaaacatcag ttaaccaaga tacaggtaga 780 
aattctacaa ctattacttt gacaacttca 840 
actcaagaag ttcttgaagt aactaccagt 900 
tccatggaaa taaagtcagc acaggaaaat 960 
gttgaagaat taaacacaaa taaagaatct 1020 
tctaaaccct cagttaattc ttttatatct 1080 
acagacattg aagactcctt gtataaggat 1140 
gaacattctt actgcagaca agatataaat 1200 
ctacattcaa agataactct tctagagtta 1260 
tctttggaag ctcttataag gcagctaaag 1320 
aagattatag aaaaccattt tacaacatat 13 80 

1398 



<210> 252 
<211> 2291 
<212> DNA 
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<213> Homo sapiens 



<400> 252 

agcgaaggca gacgcagtct ccatcgttga 
tgttatgagt tgctaaaatg gtgaaatgct 
tgccaaattc gaagttaaaa ggactgacat 
aaaggaaatg ggtattagca atgaaaagac 
ctaaaaaagg agatgtgttg tgttcgaggc 
ctccaaatat taaactgaaa cctggagtca 
tacaggggaa aagagaaaaa cttcattgta 
ccactaacta caatcaccat cttgttggtg 
agttcatttt tgaacatagc tacagtgtaa 
tagatcatgt gatcggcgag ctagaggata 
gagaaaaacg ttttcagaaa tcattgagga 
tgatcagcca agaaacagca aatagactgg 
gcatagaaca ggactatatt tcatgaaata 
attggtacaa atttttataa aatctcattt 
gtgctgcttt ggattctctg gagcattatg 
aaaatatgca gaaatttgtg gtaattatgt 
gacctacact agtgccaggt cactattgta 
agctaaagaa atgatgtcaa attagtcaca 
ctccagatat ttggcttcaa aggagtacct 
tgaattttac tttaaatgca ttttactaca 
cttggattca atccaaggtg ctttagctat 
ttcctgtggt attgactctg agaataacac 
ttcacagcca atttaagaag acccctcatg 
cctcctcact aggagcactt tgatgtaaac 
gtagatctga tttttaaatg gttggttgct 
tatttcgtca taaaggtata tgtttaaaat 
atactgcttt gtattttata tgtaaagtag 
acaaaagaaa ccattagaaa ttaataactg 
agaaaggatt agaatatttt aattagggga 
agaaacgggt aattaaaaca gcagctttag 
aattccttgt tatttcctaa ttgatccaag 
ttaccgaaaa caactgaaat tgagagtcat 
gccaaagcaa cactctactt agaagcacat 
tgttgtagca gttagaattt gagtatcagc 
cattttgtgc tcagttgttt attgtaattt 
atggtcactt gaattttttg tatttaagaa 
tgtaggattc ccaaccttcc ctctaaatgg 
atgctaagag gaaatcactg aggccatatc 
aggtagttaa a 

<210> 253 

<211> 1242 

<212> DNA 

<213> Homo sapiens 



cgttagtcgc agtcttcgct gctaacgttt 60 
gctccgccat tggatgtgct tctcgctgct 120 
ttcacgtatt ccccacagat gaaaacatca 180 
ttgatgtgaa tgcagccggc atttgggagc 240 
actttaagaa gacagatttt gacagaagtg 300 
taccttctat ctttgattct ccatatcacc 360 
gaaaaaactt caccctcaaa accgttccag 420 
cttcctcatg tattgaagaa ttccaatccc 4 80 
tggacagtcc aaagaaactt aagcataaat 540 
caaaggaaag tctacggaat gttttagacc 600 
agacaatcag ggaattaaag gatgaatgtc 660 
acactttctg ttgggactgt tgtcaggaga 720 
atttcatgtt acgttccacc taaaattgtc 780 
accatcacta aataatatcc atcatttaaa 840 
cattatagtt gttatccaaa gacttttttg 900 
atttgtgtct tgtgacaatt atgttttata 960 
agatgttaaa atctcaagaa aatttcacag 1020 
ttaagctata gtagaaggaa ttggacactt 1080 
ttacttacat gtgctttatg gtaagtacat 1140 
aagcacaatt catttgtaat gcatatccat 1200 
cagtagtacc aaaggatctt tttacaaggc 1260 
atagtgaaga tctgtgggct tttaaaattg 1320 
aagtctcagt tttcagtaca gtacatcatt 13 80 
cagaatagct ttaaaaagac aaaaaggatc 1440 
ctgacagatc tgaacacttt gcttcatgac 1500 
ctgaatggca gtactagctc tatactttta 1560 
tattgctgac attttaaaaa aatacaaaat 1620 
tggctcttcc agttgaaata ggaattggag 1680 
gtagattatt gtccaaaggc ttttatttag 1740 
aatagcttct tactgaatat gcaaaagaat 1800 
tctcataaat ttagcttttg tcataattcc 1860 
aaatactgtg ggttagaata aaaaccattt 1920 
gtacatacat ggacctcatt cagaagtcca 1980 
catttcattg tagtaacaaa aattgaattg 2040 
tatttttgtt acattaatat tagttaagat 2100 
ttttctgttt taatgcatgt tatactttta 2160 
gatttaaccc acatctgcga gatcagcgtt 2220 
tttttacaat ctgaaaaaaa agtagtaaaa 22 80 

2291 



<400> 253 

cgtgagtgcc gctgacagaa gtcaagagaa 
gccggggggg acccgacagg ccagagcccc 
gctcctccgg atgcccggag agccgcttgc 
gcgtcactgc tccgccgccg gctgctgcac 
catctccttc cacagacttc ccaagaagga 
ctgccagcgg ctggacccca gcggccaggg 
cttctgctcc aaacactttg aggaggactg 
caggctaaag gagggggcag tccccaccat 



tcggctggga cggggttggg gcgacaacgg 60 
ttggggagga gcggcggctg gaggcgcgag 120 
gacttaactc ccgcctcttt cccagatgcc 180 
acgggacacg cgcgagacgc gcaaccgcgg 240 
caacccgagg cgaggcttgt ggctggccaa 3 00 
cctgtgggac ccggcatccg agtacatcta 360 
ctttgagctg gtgggaatca gtggatatca 420 
atttgagtct ttctccaagt tgcgccggac 480 



96 



aaccaagacc aaaggacaca gttacccacc 
atgcaggaag cgctgctccg agggccgagg 
tgctgatgtc acctgctttc ctgtggaaga 
cccagctggg aggctggagc ctggccttag 
99gtgcccag gcagatgaag caggctgcag 
ccctctcgaa ccacggccag tctccccctc 
cggagcctac atccagaatg aacacagcta 
gcgagccgag gcagcccttg atgcccttga 
gcggcgggag cagcggctgc ggttgagact 
gaagcgggca caggcagatg cccgccagac 
gcagctgagc agcagcatgg cctgaggggc 
gactgcagcc tcttcctccc tcagatccca 
attctagacg gagaaaaaaa aaaaaaaaaa 

<210> 254 
<211> 1383 
<212> DNA 

<213> Homo sapiens 



tggcccccct gaagtcagcc ggctcagacg 540 
gcccacaact ccattttctc cacctccacc 600 
ggcctcagca cctgccactt tgccggcctc 660 
cagccccttt tcagacctac tgggcccctt 720 
cgcccagcct tcaccagagc ggcagccctc 780 
agcgtatatg ctgcgcctgc ccccacccgc 840 
ccaggtgggc agcgccttac tctggaagcg 900 
caaggcccag cgccagctgc aggcctgcaa 960 
gaccaagctg cagcaggagc gggcacggga 102 0 
tctgaaggag catgtgcagg actttgccat 1080 
tgctggactg accgaggggc tgcccagcaa 1140 
ccagacccac caggtgccat aataaagcgg 1200 
aaaaaaaaaa aa 1242 



<400> 254 

agcgggggtc ggggttaggc ggcgctccgc 
aaactcagcg ggggctggat agccatgccc 
actgcgggcc gcctgggtgc agacaaccgc 
gatggtcccc ggctgcaggc ctggctgcag 
tgccaccagc acttgtgcag cgagcacttc 
gtgcgctacc tgcggcctga tgcagtgccc 
agtcagcgga ggacccgaag cacccagaag 
aatacacccc tgccccagag ccctgccatc 
ctgggcccca catcggggag ccccaagact 
cctgcgccaa ctcctgagcg gtcacaacct 
ctgggcccag tgctgggagc actgcaacgc 
cggcaccagg cgcagctgca ggccctggaa 
ctgctggcac gggcacgccg gggtctgcag 
gaggaatccc aaaccttcac catcatctgt 
caggaccctg cacctgccac agtggatgcc 
agtgcataag gatcaagaca gacaatgtcg 
agacattata cgtgggcttg gcccagcccc 
ccctcaaggg cctgggttct accaccccac 
cctgggccca agtctctcat cagcccccaa 
ggctcagatc tttgcaaatc agtacgacag 
aatcatacct ggttctaagg agtcccacgc 
taccatggtg gacacagctg agaaaatccc 
gacgatgaac tagtaaacaa ataaacaaga 
aaa 



gagaaccaaa gtgcagccgc tgacccggca 60 
aagtactgca gggcgccgaa ctgctccaac 120 
cctgtgagct tctacaagtt cccactgaag 180 
cacatgggct gtgagcactg ggtgcccagc 240 
acaccctcct gcttccagtg gcgctggggt 3 00 
tccatcttct cccggggacc acctgccaag 360 
ccagtctcgc cgccgcctcc cctacagaag 420 
ccagtctctg gcccagtgcg cctagtggtg 480 
gtggccacca tgctcctgac ccccctggcc 540 
gaagtccctg cccaacaggc ccagaccggg 600 
cgggtgcgga ggctgcaacg gtgccaggag 660 
cggctggcac agcagctaca cggggagagc 720 
cgcctgacaa cagcccagac ccttggacct 780 
ggagggcctg acatagccat ggtccttgcc 840 
aagccggagc tcctggacac tcggatcccc 900 
agggacaaaa gatagaagat ggaggaggaa 960 
accgcccacg cctgggtagt agcagtgcct 1020 
tcctagggat ctcttgaacc ttaggggtga 1080 
tcccctgggt accaggcttc tgccaccccc 1140 
cctcagagca gagcaagggt tgtttgggag 1200 
tttttgccaa gcctggtact gagttcatga 1260 
tgccctcatg gtgctcattc tacttgagta 1320 
acactgcaga catgaaaaaa aaaaaaaaaa 13 80 

1383 



<210> 255 
<211> 3627 
<212> DNA 

<213> Homo sapiens 



<400> 255 

attcatgctg tcgcgggaac cccgaaggtg 
gttgctccgc agtgggctgc agcacccgtg 
ccttccacca atttccaact gataccatac 
Qtgtggaccc cagaagcaaa aagatttgga 
aacattttca agaaagtgac tttgagtcat 
ctgtgccttc tgtttctcta tacaagattc 



gggccccacg taacaagaag atgacccgaa 60 
acaccgtgct cagccgggag cgcggcctct 120 
agcgctcaaa atggatcagg gctgttaatc 180 
ttccaggacc aggtgctata ctgtgttcca 240 
atggcataag aagaaagctg aaaaaaggag 300 
ctcaaggtgt acatcttaaa ggtaaagcaa 360 
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gacaaaaaat cctaaaacaa cctcttccag 
ataactatag tttaaagaca cctttgacga 
aaatgttaca agtgtccaaa aaaagactta 
agagaaaggg tttacgatta attgatgcac 
cagagtgtct gctacgagct caattttcag 
aaacagatga gtactccgca gaaatgaaac 
gcaaagtcta tgattatgta agaaagattc 
cgtggttatc caaatgccaa cccagtccag 
aacgaagagt agagaatgga gatcagctct 
tacctctcaa gcaacagctt cagtgggatc 
actttggtct tggaaaactt gatgctgatg 
taatggcagt gggtattttt ggccattgga 
gagcatctgg atatttgcag gctcagctgc 
taggaatcac agttctggct gttacatctg 
aagcattggg gatacatatt gatggagacg 
cttctagtca acagattgca tacttctttg 
atgcatttca gaattttcaa agcattcagt 
tcgtggagtt agtagcactg gaggaacagg 
cacttgcaaa tttgaaaaat catgtactga 
agagtgtagc cagtgcatta gaatatttgt 
gtattggtac catccatttt ttacgtttaa 
ggaactgtta tggaaaggga cttaaagggc 
accacgtgtt aattgaagcc aagactattt 
aaataattaa aggtaagcaa aaactaggat 
taaaatggct ctaccaaaat tatgttttcc 
cttacaaatt cagtcatgat catctggaat 
taacaagttc tagccctacc tgcatggcat 
gatacaaatt tcaagatgaa gtttttctaa 
ctcgaaggaa agacttggcg ctttggacag 
agactgtctt tcacgaagag ggtatttgtc 
cattactaga cctgtcagat cataggcgaa 
acaagttatc agctctttta acttgtgagg 
tcaaagcctc taaaattggg tcactattat 
cttcagaaag tctgtgtcgg gtcataaata 
gaatggcaat ttttgaacta gtttctaaac 
tatgtgagct ttctgggcat attgatcttt 
gagaagtgtg tgccatcaat cactttgtca 
taaatatcag agctaaaaat gttgcacaga 
atatgaiaaac tttatcaagg aaacactggt 
ttgctaatac cagtagtaaa ttcaggcatt 
gagagaccta aaatatatta acattttaat 
tcaatttacc atattttata aattgcgcat 
cttattaaaa tttcaaattc tgcatatcac 
cagcatttat gagttttcca aaatatagaa 
acaggtactg tctttgaatt tactactgta 
aacttgttca atctgcttca aaaacaagaa 
actccattta tgactagact acatttctga 
ttgacaatac ctataaaact ttgaagataa 
aaaattaggc tcaagcaaat atcaaatact 
aaatagaagt atattttgat gtttgtttat 
gtgtaaccag tttatacttc attttataca 
gctttttgtt gtttgtaaat agaattgaat 
ggaagcctgt ttgaaaatca ccaactttaa 
cctgatcttt atgtaaagca agattcatat 
tttgactaaa atacaaatgt ctgtatt 



acaattctca agaagttgct actgaggacc 420 
taggtgcaga gaaactggct gaggtgcaac 480 
tctccgtaaa gaactacagg atgatcaaga 540 
ttgtagaaga gaaactactt tctgaagaaa 600 
attttaagtg ggagttatat aattggagag 660 
aatttgcatg tacactctac ttgtgcagta 720 
ttaagctgcc tcattcttcc atcctcagaa 780 
gtttcaacag caacattttt tcttttcttc 840 
atcaatactg ttcattgtta ataaaaagta 900 
ctagcagtca cagtttgcag gggtttatgg 960 
aaacgccact tgcttcagaa actgttttgt 1020 
gaacacctct tggttatttt tttgtaaaca 1080 
ttcgtctgac tattggtaaa ctgagtgaca 1140 
atgccacagc acatagtgtt cagatggcaa 12 00 
acatgaaatg tacatttcag catccttcat 1260 
actcttgcca cttgctaaga ttaataagaa 1320 
ttattaatgg tatagcacat tggcagcacc 13 80 
aattatcaaa tatggaaaga ataccaagta 144 0 
aagtgaatag tgccacccaa ctctttagtg 15 0 0 
tatccttaga cctgccacct tttcaaaact 1560 
ttaacaatct gtttgacatc tttaatagta 1620 
ctctgttgcc tgaaacttac agtaaaataa 1680 
ttgttacatt atctgacact agcaataatc 1740 
tcctgggatt tttgctcaat gctgagagct 1800 
caaaggtcat gccttttcct tatcttctga 1860 
tatttctaaa gatgcttagg caggtattag 192 0 
tccagaaagc ttactataat ttggagacca 1980 
gcaaagtaag catctttgac atttcaattg 2040 
ttcaacgtca gtatggtgtc agcgttacaa 2100 
aagactggtc tcattgttca ctaagtgagg 2160 
atctcatctg ttatgctggt tatgttgcaa 2220 
actgcatcac tgcactgtat gcatcggatc 2280 
ttgttaaaaa gaagaatggt ttgcattttc 2340 
tttgtgagcg agttgtaaga acccattcaa 2400 
aaagggaatt gtatcttcaa cagaaaatat 2460 
ttgtagatgt gaataagcat ctctttgatg 252 0 
agttgctaaa ggatataata atctgtttct 2580 
atcctttaaa acatcattca gagagaactg 2640 
cacctgtaca ggattataaa tgttcaagtt 2700 
tgctaagtaa cgatggatat ccattcaaat 2760 
taagaatact tgatcaacat tttttgaagt 2820 
tctgcacagt ggacaagttt gcaattctga 2880 
aaaatctcct tatacttttg gtatggcttg 2940 
agcagtaggt cagtaggagc aaactagcca 3000 
agactaagca gtgttactgg acacagtttt 3060 
aaacaacaac tatgagttat caaaatattg 3120 
aagatctttg gtttacgatt cttaagaata 3180 
cttttactta aatatgaaaa ttatagtttg 3240 
gcaaaaatcc ccttgtccca ggatacccta 3300 
tctacctcaa acagaggctt aagttttgaa 3360 
aaacttattg ctgagaagtc tgaatattgt 3420 
ttaaatacac caggataaat cttatttaaa 3480 
cttattgctt atataaatcc aagctctgta 3540 
gtgtagtatc taatgccctt tggtgttaca 3600 

3627 



<210> 256 
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<211> 771 
<212> DNA 
<213> Homo sapiens 

<400> 256 

atgccggccc gttgtgtggc cgcccactgc ggcaacacca ccaagtctgg gaagtcgctg 60 
ttccgctttc ccaaggaccg ggccgtgcgg ctgctctggg accgcttcgt gcggggttgc 120 
cgcgccgact ggtacggagg caatgaccgc tcggtcatct gctctgacca ctttgcccca 180 
gcctgttttg acgtctcttc ggttatccag aagaacctgc gcttctccca gcgcctgagg 240 
ctggtggcag gcgccgtgcc caccctgcac cgggtgcccg ccccggcacc taagagggga 300 
gaggagggag accaagcagg ccgcctggac acgcgaggag agctccaggc agccaggcat 360 
tctgaggctg ccccaggtcc agtctcctgt acacgccccc gagctgggaa gcaggctgca 420 
gcttcacaga ttacgtgtga aaatgaactt gtgcaaaccc aaccccatgc tgataatcca 480 
tctaatactg tcacttcagt acctactcac tgtgaagaag gcccagtgca taaaagtaca 540 
caaatttctt tgaaaaggcc ccgtcaccgt agtgtgggta ttcaagccaa agtgaaagcg 600 
tttggaaaaa gactgtgtaa tgcaactact cagacagagg aattgtggtc tagaacttcc 660 
tctctctttg acatttactc cagtgattca gaaacagata cagactggga tatcaagagt 720 
gaacagagtg atttgtctta tatggctgta caggtgaaag aagaaacatg t 771 

<210> 257 
<211> 942 
<212> DNA 
<213> Homo sapiens 

<400> 257 

atgcctggct ttacgtgctg cgtgccaggc tgctacaaca actcgcaccg ggacaaggcg 60 
ctgcacttct acacgtttcc aaaggacgct gagttgcggc gcctctggct caagaacgtg 12 0 
tcgcgtgccg gcgtcagtgg gtgcttctcc accttccagc ccaccacagg ccaccgtctc 180 
tgcagcgttc acttccaggg cggccgcaag acctacacgg tacgcgtccc caccatcttc 240 
ccgctgcgcg gcgtcaatga gcgcaaagta gcgcgcagac ccgctggggc cgcggccgcc 300 
cgccgcaggc agcagcagca acagcagcag cagcagcaac agcagcaaca gcagcagcag 3 60 
cagcaacagc agcagcagca gcagcagcag cagcagtcct caccctctgc ctccactgcc 420 
cagactgccc agctgcagcc gaacctggta tctgcttccg cggccgtgct tctcaccctt 480 
caggccactg tagacagcag tcaggctccg ggatccgtac agccggcgcc catcactccc 54 0 
actggagaag acgtgaagcc catcgatctc acagtgcaag tggagtttgc agccgcagag 600 
ggcgcagccg ctgcggccgc cgcgtcggag ttacaggctg ctaccgcagg gctggaggct 660 
gccgagtgcc ctatgggccc ccagttggtg gtggtagggg aagagggctt ccctgatact 720 
ggctccgacc attcgtactc cttgtcgtca ggcaccacgg aggaggagct cctgcgcaag 780 
ctgaatgagc agcgggacat cctggctctg atggaagtga agatgaaaga gatgaaaggc 840 
agcattcgcc acctgcgtct cactgaggcc aagctgcgcg aagaactgcg tgagaaggat 900 
cggctgcttg ccatggctgt catccgcaag aagcacggaa tg 942 

<210> 258 

<211> 2283 

<212> DNA 

<213> Homo sapiens 

<400> 258 

atgccgaact tctgcgctgc ccccaactgc acgcggaaga gcacgcagtc cgacttggcc 60 

ttcttcaggt tcccgcggga ccctgccaga tgccagaagt gggtggagaa ctgtaggaga 12 0 

gcagacttag aagataaaac acctgatcag ctaaataaac attatcgatt atgtgccaaa 180 

cattttgaga cctctatgat ctgtagaact agtccttata ggacagttct tcgagataat 240 

gcaataccaa caatatttga tcttaccagt catttgaaca acccacatag tagacacaga 300 

aaacgaataa aagaactgag tgaagatgaa atcaggacac tgaaacagaa aaaaattgat 3 60 

gaaacttctg agcaggaaca aaaacataaa gaaaccaaca atagcaatgc tcagaacccc 420 

agcgaagaag agggtgaagg gcaagatgag gacattttac ctctaaccct tgaagagaag 480 

gaaaacaaag aatacctaaa atctctattt gaaatcttga ttctgatggg aaagcaaaac 540 
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atacctctgg atggacatga ggctgatgaa atcccagaag gtctctttac tccagataac 600 
tttcaggcac tgctggagtg tcggataaat tctggtgaag aggttctgag aaagcggttt 660 
gagacaacag cagttaacac gttgttttgt tcaaaaacac agcagaggca gatgctagag 720 
atctgtgaga gctgtattcg agaagaaact ctcagggaag tgagagactc acacttcttt 780 
tccattatca ctgacgatgt agtggacata gcaggggaag agcacctacc tgtgttggtg 840 
aggtttgttg atgaatctca taacctaaga gaggaattta taggcttcct gccttatgaa 900 
gccgatgcag aaattttggc tgtgaaattt cacactatga taactgagaa gtggggatta 960 
aatatggagt attgtcgtgg ccaggcttac attgtctcta gtggattttc ttccaaaatg 102 0 
aaagttgttg cttctagact tttagagaaa tatccccaag ctatctacac actctgctct 1080 
tcctgtgcct taaatatgtg gttggcaaaa tcagtacctg ttatgggagt atctgttgca 1140 
ttaggaacaa ttgaggaagt ttgttctttt ttccatcgat caccacaact gcttttagaa 1200 
cttgacaacg taatttctgt tctttttcag aacagtaaag aaaggggtaa agaactgaag 1260 
gaaatctgcc attctcagtg gacaggcagg catgatgctt ttgaaatttt agtggaactc 1320 
ctgcaagcac ttgttttatg tttagatggt ataaatagtg acacaaatat tagatggaat 13 80 
aactatatag ctggccgagc atttgtactc tgcagtgcag tgtcagattt tgatttcatt 144 0 
gttactattg ttgttcttaa aaatgtccta tcttttacaa gagcctttgg gaaaaacctc 1500 
caggggcaaa cctctgatgt cttctttgcg gccggtagct tgactgcagt actgcattca 1560 
ctcaacgaag tgatggaaaa tattgaagtt tatcatgaat tttggtttga ggaagccaca 1620 
aatttggcaa ccaaacttga tattcaaatg aaactccctg ggaaattccg cagagctcac 1680 
cagggtaact tggaatctca gctaacctct gagagttact ataaagaaac cctaagtgtc 1740 
ccaacagtgg agcacattat tcaggaactt aaagatatat tctcagaaca gcacctcaaa 1800 
gctcttaaat gcttatctct ggtaccctca gtcatgggac aactcaaatt caatacgtcg 1860 
gaggaacacc atgctgacat gtatagaagt gacttaccca atcctgacac gctgtcagct 192 0 
gagcttcatt gttggagaat caaatggaaa cacaggggga aagatataga gcttccgtcc 1980 
accatctatg aagccctcca cctgcctgac atcaagtttt ttcctaatgt gtatgcattg 2040 
ctgaaggtcc tgtgtattct tcctgtgatg aaggttgaga atgagcggta tgaaaatgga 2100 
cgaaagcgtc ttaaagcata tttgaggaac actttgacag accaaaggtc aagtaacttg 2160 
gctttgctta acataaattt tgatataaaa cacgacctgg atttaatggt ggacacatat 2220 
attaaactct atacaagtaa gtcagagctt cctacagata attccgaaac tgtggaaaat 2280 
acc 2283 



<210> 259 

<211> 986 

<212> DNA 

<213> Mus musculus 



<400> 259 

cttctgctaa agcaaacccc acaacggaca gggtagtcac tcgcccaccc caacccccac 60 
cccacggcga ggtgatcgtc cccgtaactg ctgaccgacg ccaccgagag cggcgagcgt 12 0 
tatcaaggcc gagcgcggga ccccgacggc ccccttcgcc tgcctcccgg gccgaaggag 180 
agtgtggagg gccagaagga tggtgcagtc ctgctccgcc tacggctgca agaaccgcta 240 
cgacaaggac aagcccgtct ccttccacaa gtttcctctt actcgcccca gcctttgtaa 3 00 
gcagtgggag gcagctgtta aaaggaaaaa cttcaagccc accaagtaca gcagcatctg 360 
ctcggagcac ttcaccccgg actgctttaa gagggagtgc aacaacaagc tactgaagga 420 
gaacgctgtg cccacaatat ttctctatat cgagccacat gagaagaagg aagacctgga 480 
atcccaagaa cagctcccct ctccttcacc ccccgcttcc caggttgatg ctgctattgg 540 
gctgctaatg ccccctctgc agacccctga taacctgtcg gttttctgtg accacaatta 600 
cactgtggag gatacgatgc accagaggaa gaggatcctg cagctggagc agcaggtgga 660 
gaaactcagg aagaagctca agacggccca gcagcggtgc cggcggcagg agaggcagct 720 
cgagaagctc aaggaagtcg tccactttca gagagagaag gacgacgcgt ccgagagggg 7 80 
ctacgtgatc ctaccaaatg actactttga aattgttgaa gttccagcat gaaaaaatga 840 
gatgtgttag tgggacaaga ctatacacct tcttttagcc tacatacagg agttcatttg 900 
aaaaaataac acttaattac ttgtattaaa aaaacaatat ttttttaaaa taaattagat 960 
atatactgta aaaaaaaaaa aaaaaa 986 

<210> 260 
<211> 1515 



100 



<212> DNA 

<213> Mus musculus 



<400> 260 

gctctgccct 

ctagcgtttg 

cgaatgaggg 

acaacaagca 

aatgggttcg 

caaagcactt 

atgctgttcc 

ggaatcttct 

acggcagtca 

aaaaaaggat 

gcctgcaaag 

gcttagaagc 

taagcaatct 

tacccattct 

aacccagtgc 

aagtcctgca 

tgggaaatcc 

ttaggaaaca 

atgacaagtg 

tctaaagaac 

tattttgtat 

ggggtacggg 

tgtattttaa 

aaaagtaggt 

caaactaggt 

tctaagaaaa 



ccccgcgctc 
acagaagctt 
gcccggggaa 
cattaacatc 
cctggttagg 
tgaagcctcc 
aaccattttt 
gaagacaaac 
gcaagtactg 
aattaaacta 
agaacgcaga 
aagtaacatg 
tcctctggaa 
ctaaatgtaa 
ccagctcctg 
gttttacttg 
aatgacaagc 
ctgccagcag 
atatgttcat 
atgtgaagta 
gaattaaatt 
gcaaggtttg 
ctagtaaaag 
tgtaaaataa 
aaggccccaa 
tatac 



tgcaccgagc 

gcttagcggg 
atgccgacca 
agcttccaca 
cgcaaaaatt 
tgttttgatc 
gatttttgta 
aacagttttc 
cttgaacaca 
gaaaaggaaa 
gcaactcgaa 
ctacctaagg 
gatttaaaaa 
aatggaagag 
ccgtccccac 
aagtagtagt 
ttgacaccga 
ggtttctgct 
aaaagtaaaa 
ggagctaact 
attgggattg 
tttctttgtt 
taaacttatc 
tctgaaatag 
gcacctcaga 



tggcggcgcg 
cagcgcctcc 
attgcgccgc 
ggtttccttt 
ttgtgccagg 
taacaggaca 
cccatataaa 
ctccaactgg 
gttatgcctt 
tagcaagctt 
ggtggatcaa 
gcatctcaga 
gtcttgaaca 
actctctgca 
ccaccgcact 
gtcagtgtca 
gcagaagtgc 
cttgtttttt 
gcattccgca 
gcattaaata 
tggttgaaaa 
ttgttttgtt 
atggcctttt 
tattttgaat 
ctgggaaaac 



gggtcgcctg 
gaagtggcgt 
ggcgggctgt 
ggatcctaaa 
aaaacacact 
aacccgacga 
gtctctgaaa 
accatgtaat 
taggaaccct 
gagaaaaaaa 
agccacgtgc 
acagatttta 
agatcaacaa 
ctcaagtttt 
ctgacagtta 
ctctctggag 
cttacatgag 
taagctgctg 
ccaaagctgg 
tgatcttaaa 
ttttatagaa 
ttttgtcttt 
tttataagaa 
gtgaaatacc 
ccagtgagtt 



cctcgtttgt 
aaggtggcgc 
gctgctacct 
agaagaaaag 
tttctttgct 
cttaaaatgg 
ctcaagtcaa 
ttaaagctga 
atggaggcga 
atgaaaactt 
tttgtgaaga 
ccaactgcct 
gataaaacag 
cctcacacag 
cactacaatc 
actgaggaag 
ggtcacggac 
tcaaatagga 
gatattacat 
actactaatg 
taaaacctct 
tttagccttt 
cattgaattt 
tttgaaactc 
atagtcaacg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1515 



<210> 261 

<211> 1120 

<212> DNA 

<213>' Mus musculus 



<400> 261 

gaggggcagt gggcccatct ccgagatgcc gaagtcttgc gcggcccggc aatgctgcaa 60 
ccgctacagc agccgcagga agcagctcac cttccaccgg ttccccttca gccgcccgga 12 0 
gctgttgagg gagtgggtgc tcaacatcgg ccgggctgac ttcaagccta agcagcacac 180 
agtcatctgc tcggaacact tcagacccga gtgcttcagc gcctttggga accgcaagaa 240 
cctgaaacac aatgctgtgc ccacggtgtt cgcttttcag aaccccacag aggtctgccc 3 00 
tgaggtgggg gctggtgggg acagctcagg gaggaacatg gacaccacac tggaagaact 360 
tcagcctcca accccggaag gccccgtgca gcaggtctta ccagatcgag aagcaatgga 420 
ggccacggag gccgctggcc tgcctgccag ccctctgggg ttgaagaggc cccttccggg 480 
acagccgtct gatcacagtt atgccctttc ggacttggat accctcaaaa aaaaactctt 540 
tctcacactg aaggaaaaca agaggcttcg gaagcggctg aaagcccaga ggctgctgtt 600 
gcggaggaca tgtggccgcc tgagagccta cagagaggga cagccgggac ctcgggccag 660 
acggccggca cagggaagct gagcctgagc aagctctggg atgtgggggt ggtggcaaca 720 
ccttagcagg aagtggtgtt ctggcctgct atgggcgttt ctacccgctg ctgatgctgc 780 
aggtgccttg agagtgggat gggatgctgc gacaggcagt tgtcgggtgg gggcccaagt 840 
actgcggagg caccgtccca ggtttcttgg gctgaggctg tcagctgtgg ggaagcagca 900 
gtgaccaaat gtgagccgtc acaaccccct caagagatgc tcccagaggg agagctggtc 960 
attcttacag ccggtggggt ccttactgtc tccccatagg agccattctg atggcaggca 1020 
gggcaagggt ccccgtcagc ctgtatttct gagtgactct tttttctgcc tggttcgtgt 108 0 
agatgtggaa taaatctttt gaagtctcca aaaaaaaaaa 1120 



101 



<210> 262 
<211> 558 
<212> DNA 
<213> Mus musculus 

<400> 262 

atactgcaag catttggaag cctaaaaaaa 
aagacagact ttgacagaag cactctaaac 
atctttgaat gtccatatca cttacaggag 
ttccttctca aaacccttcc catcacccac 
attgaagaat tcgaacccca gttcattttt 
aagaagctta agcataagct agaccgtgtg 
ctacggaatg ttttagcccg agaaaaacac 
gaactaaagg atgaaagtct gatcagccag 
tgggagtgct atcatgaaag cacagcagga 
cttcatctgc agttgaca 



ggagatgtgc tgtgttcaag acacttcaag 60 
actaagctga aggcaggagc catcccttct 120 
aaaagagaaa aacttcactg tagaaaaaac 180 
catggccgcc agcttgttgg tgcctcctgc 240 
gaacatagct acagtgttat ggacagccca 300 
atcatcgagc tggagaatac caaggaaagc 360 
tttcaaaagt cactgaggaa gacaatcatg 420 
gaaacagcca atagtctggg tgctttctgt 480 
ggctgtagtt gtgaagtcat ttcttatatg 54 0 

558 



<210> 263 
<211> 37 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence for PAR4 binding domain of THAP 

<221> UNSURE 

<222> 3-15, 18, 22, 24-34, 36 

<223> Xaa = any of the twenty amino acids 



<400> 263 

Leu Glu Xaa Xaa Xaa Xaa Xaa Xaa 

1 5 
Arg Xaa Arg Arg Gin Xaa Arg Xaa 
20 

Xaa Xaa Gin Xaa Glu 
35 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Gin 

10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

25 30 



<210> 264 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 264 

ccgctcgagg tgcagtcctg ct 22 

<210> 265 
<211> 29 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



102 



<400> 265 

cgggatccgc tggtacttca actatttca 



29 



<210> 266 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<400> 266 

ccgctcgagg atacaatgca cc 22 

<210> 267 
<211> 33 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 267 

gcgggatccg ctggtacttc aactatttca aag 33 

<210> 268 
<211> 86 
<212> DNA 

<213> Artificial Secjuence 
<220> 

<223> Synthetic Oligonucleotide 
<400> 268 

ccgctcgagc caccatggag acagacacac tcctgctatg ggtactgctg ctctgggttc 60 
caggttccac tggtgacctc gagatt 86 

<210> 269 
<211> 26 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 



<400> 269 

tagggtcgac gccaccatgg agacag 26 

<210> 270 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 270 



103 



ccgctcgagg tcaccagtgg a 



21 



<210> 271 
<211> 134 
<212> PRT 
<213> Human 

<400> 271 



Met 


Ala 


Gin 


Ser 


Leu 


Ala 


Leu 


Ser 


Leu 


Leu 


He 


Leu 


Val 


Leu 


Ala 


Phe 


1 








5 










10 










15 




Gly 


He 


Pro 


Arg 


Thr 


Gin 


Gly 


Ser 


Asp 


Gly 


Gly 


Ala 


Gin 


Asp 


Cys 


Cys 






20 










25 










30 






Leu 


Lys 


Tyr 


Ser 


Gin 


Arg 


Lys 


He 


Pro 


Ala 


Lys 


Val 


Val 


Arg 


Ser 


Tyr 






35 










40 










45 








Arg 


Lys 


Gin 


Glu 


Pro 


Ser 


Leu 


Gly 


Cys 


Ser 


He 


Pro 


Ala 


He 


Leu 


Phe 




50 










55 










60 










Leu 


Pro 


Arg 


Lys 


Arg 


Ser 


Gin 


Ala 


Glu 


Leu 


Cys 


Ala 


Asp 


Pro 


Lys 


Glu 


65 










70 










75 










80 


Leu Trp 


Val 


Gin 


Gin 


Leu 


Met 


Gin 


His 


Leu 


Asp 


Lys 


Thr 


Pro 


Ser 


Pro 










85 










90 










95 




Gin 


Lys 


Pro 


Ala 


Gin 


Gly 


Cys 


Arg 


Lys 


Asp 


Arg 


Gly 


Ala 


Ser 


Lys 


Thr 








100 










105 










110 






Gly Lys 


Lys 


Gly 


Lys 


Gly 


Ser 


Lys 


Gly 


Cys 


Lys 


Arg 


Thr 


Glu 


Arg 


Ser 






115 










120 










125 








Gin 


Thr 


Pro 


Lys 


Gly 


Pro 























130 



<210> 272 
<211> 878 
<212> DNA 
<213> Human 

<400> 272 

atcccagccc acgcacagac ccccaacttg cagctgccca cctcaccctc agctctggcc 60 
tcttactcac cctctaccac agacatggct cagtcactgg ctctgagcct ccttatcctg 120 
gttctggcct ttggcatccc caggacccaa ggcagtgatg gaggggctca ggactgttgc 180 
ctcaagtaca gccaaaggaa gattcccgcc aaggttgtcc gcagctaccg gaagcaggaa 240 
ccaagcttag gctgctccat cccagctatc ctgttcttgc cccgcaagcg ctctcaggca 300 
gagctatgtg cagacccaaa ggagctctgg gtgcagcagc tgatgcagca tctggacaag 360 
acaccatccc cacagaaacc agcccagggc tgcaggaagg acaggggggc ctccaagact 420 
ggcaagaaag gaaagggctc caaaggctgc aagaggactg agcggtcaca gacccctaaa 4 80 
gggccatagc ccagtgagca gcctggagcc ctggagaccc caccagcctc accagcgctt 540 
gaagcctgaa cccaagatgc aagaaggagg ctatgctcag gggccctgga gcagccaccc 600 
catgctggcc ttgccacact ctttctcctg ctttaaccac cccatctgca ttcccagctc 660 
taccctgcat ggctgagctg cccacagcag gccaggtcca gagagaccga ggagggagag 720 
tctcccaggg agcatgagag gaggcagcag gactgtcccc ttgaaggaga atcatcagga 780 
ccctggacct gatacggctc cccagtacac cccacctctt ccttgtaaat atgatttata 840 
cctaactgaa taaaaagctg ttctgtcttc ccacccaa 878 

<210> 273 
<211> 98 
<212> PRT 
<213> Human 

<400> 273 

Met Ala Leu Leu Leu Ala Leu Ser Leu Leu Val Leu Trp Thr Ser Pro 



104 



1 








5 






10 










15 




Ala 


Pro 


Thr 


Leu 


Ser Gly Thr 


Asn 


Asp 


Ala 


Glu 


Asp 


Cys 


Cys 


Leu 


Ser 








20 






25 










30 






Val 


Thr 


Gin 


Lys 


Pro He Pro 


Gly Tyr 


He 


Val 


Arg 


Asn 


Phe 


His 


Tyr 






35 






40 










45 








Leu 


Leu 


He 


Lys 


Asp Gly Cys 


Arg 


Val 


Pro 


Ala 


Val 


Val 


Phe 


Thr 


Thr 




50 






55 










60 










Leu 


Arg 


Gly Arg 


Gin Leu Cys 


Ala 


Pro 


Pro 


Asp 


Gin 


Pro 


Trp 


Val 


Glu 


65 








70 








75 










80 


Arg 


He 


He 


Gin 


Arg Leu Gin 


Arg 


Thr 


Ser 


Ala 


Lys 


Met 


Lys 


Arg 


Arg 



85 90 95 



Ser Ser 



<210> 274 
<211> 684 
<212> DNA 
<213> Human 



<400> 274 

cattcccagc ctcacatcac tcacaccttg 
agcctcacac agatcctgca cacacccaga 
tgcctctgtt caccctccat ggccctgcta 
tccccagccc caactctgag tggcaccaat 
cagaaaccca tccctgggta catcgtgagg 
tgcagggtgc ctgctgtagt gttcaccaca 
gaccagccct gggtagaacg catcatccag 
cgccgcagca gttaacctat gaccgtgcag 
gaattattac ctaacctggg gaaccgagga 
ctgcaccaga cctgaccagc caggacaggg 
gagagggtga gtgtggtcag agtaaagctg 
aagccgcctg gtgtttacaa ctaa ° 



catttcaccc ctgcatccca gtcgccctgc 60 

cagctggcgc tcacacattc accgttggcc 120 

ctggccctca gcctgctggt tctctggact 180 

gatgctgaag actgctgcct gtctgtgacc 240 

aacttccact accttctcat caaggatggc 300 

ctgaggggcc gccagctctg tgcaccccca 360 

agactgcaga ggacctcagc caagatgaag 420 

agggagcccg gagtccgagt caagcattgt 480 

ccagaaggaa ggaccaggct tccagctcct 540 

cctggggtgt gtgtgagtgt gagtgtgagc 600 

ctccaccccc agattgcaat gctaccaata 660 

684 



<210> 275 
<211> 125 
<212> PRT 
<213> Human 



<400> 275 



Met 


Lys 


Lys 


Ser 


Gly 


Val 


Leu 


Phe 


Leu 


Leu 


Gly 


He 


He 


Leu 


Leu 


Val 


1 








5 










10 










15 




Leu 


He 


Gly 


Val 
20 


Gin 


Gly 


Thr 


Pro 


Val 
25 


Val 


Arg 


Lys 


Gly 


Arg 
30 


Cys 


Ser 


Cys 


He 


Ser 

35 


Thr 


Asn 


Gin 


Gly 


Thr 
40 


He 


His 


Leu 


Gin 


Ser 

45 


Leu 


Lys 


Asp 


Leu 


Lys 
50 


Gin 


Phe 


Ala 


Pro 


Ser 
55 


Pro 


Ser 


Cys 


Glu 


Lys 
60 


He 


Glu 


He 


He 


Ala 


Thr 


Leu 


Lys 


Asn 


Gly 


Val 


Gin 


Thr 


Cys 


Leu 


Asn 


Pro 


Asp 


Ser 


Ala 


65 










70 










75 










80 


Asp 


Val 


Lys 


Glu 


Leu 
85 


He 


Lys 


Lys 


Trp 


Glu 
90 


Lys 


Gin 


Val 


Ser 


Gin 
95 


Lys 


Lys 


Lys 


Gin 


Lys 
100 


Asn 


Gly 


Lys 


Lys 


His 

105 


Gin 


Lys 


Lys 


Lys 


Val 
110 


Leu 


Lys 


Val 


Arg 


Lys 
115 


Ser 


Gin 


Arg 


Ser 


Arg 
120 


Gin 


Lys 


Lys 


Thr 


Thr 
125 









105 



<210> 276 
<211> 2545 
<212> DNA 
<213> Human 



<400> 276 

atccaataca ggagtgactt ggaactccat tctatcacta tgaagaaaag tggtgttctt 60 
ttcctcttgg gcatcatctt gctggttctg attggagtgc aaggaacccc agtagtgaga 120 
aagggtcgct gttcctgcat cagcaccaac caagggacta tccacctaca atccttgaaa 180 
gaccttaaac aatttgcccc aagcccttcc tgcgagaaaa ttgaaatcat tgctacactg 240 
aagaatggag ttcaaacatg tctaaaccca gattcagcag atgtgaagga actgattaaa 300 
aagtgggaga aacaggtcag ccaaaagaaa aagcaaaaga atgggaaaaa acatcaaaaa 360 
aagaaagttc tgaaagttcg aaaatctcaa cgttctcgtc aaaagaagac tacataagag 42 0 
accacttcac caataagtat tctgtgttaa aaatgttcta ttttaattat accgctatca 480 
ttccaaagga ggatggcata taatacaaag gcttattaat ttgactagaa aatttaaaac 540 
attactctga aattgtaact aaagttagaa agttgatttt aagaatccaa acgttaagaa 600 
ttgttaaagg ctatgattgt ctttgttctt ctaccaccca ccagttgaat ttcatcatgc 660 
ttaaggccat gattttagca atacccatgt ctacacagat gttcacccaa ccacatccca 720 
ctcacaacag ctgcctggaa gagcagccct aggcttccac gtactgcagc ctccagagag 780 
tatctgaggc acatgtcagc aagtcctaag cctgttagca tgctggtgag ccaagcagtt 840 
tgaaattgag ctggacctca ccaagctgct gtggccatca acctctgtat ttgaatcagc 900 
ctacaggcct cacacacaat gtgtctgaga gattcatgct gattgttatt gggtatcacc 960 
actggagatc accagtgtgt ggctttcaga gcctcctttc tggctttgga agccatgtga 1020 
ttccatcttg cccgctcagg ctgaccactt tatttctttt tgttcccctt tgcttcattc 1080 
aagtcagctc ttctccatcc taccacaatg cagtgccttt cttctctcca gtgcacctgt 1140 
catatgctct gatttatctg agtcaactcc tttctcatct tgtccccaac accccacaga 1200 
agtgctttct tctcccaatt catcctcact cagtccagct tagttcaagt cctgcctctt 1260 
aaataaacct ttttggacac acaaattatc ttaaaactcc tgtttcactt ggttcagtac 1320 
cacatgggtg aacactcaat ggttaactaa ttcttgggtg tttatcctat ctctccaacc 1380 
agattgtcag ctccttgagg gcaagagcca cagtatattt ccctgtttct tccacagtgc 1440 
ctaataatac tgtggaacta ggttttaata attttttaat tgatgttgtt atgggcagga 1500 
tggcaaccag accattgtct cagagcaggt gctggctctt tcctggctac tccatgttgg 1560 
ctagcctctg gtaacctctt acttattatc ttcaggacac tcactacagg gaccagggat 1620 
gatgcaacat ccttgtcttt ttatgacagg atgtttgctc agcttctcca acaataagaa 1680 
gcacgtggta aaacacttgc ggatattctg gactgttttt aaaaaatata cagtttaccg 1740 
aaaatcatat aatcttacaa tgaaaaggac tttatagatc agccagtgac caaccttttc 1800 
ccaaccatac aaaaattcct tttcccgaag gaaaagggct ttctcaataa gcctcagctt 1860 
tctaagatct aacaagatag ccaccgagat ccttatcgaa actcatttta ggcaaatatg 1920 
agttttattg tccgtttact tgtttcagag tttgtattgt gattatcaat taccacacca 1980 
tctcccatga agaaagggaa cggtgaagta ctaagcgcta gaggaagcag ccaagtcggt 2040 
tagtggaagc atgattggtg cccagttagc ctctgcagga tgtggaaacc tccttccagg 2100 
ggaggttcag tgaattgtgt aggagaggtt gtctgtggcc agaatttaaa cctatactca 2160 
ctttcccaaa ttgaatcact gctcacactg ctgatgattt agagtgctgt ccggtggaga 2220 
tcccacccga acgtcttatc taatcatgaa actccctagt tccttcatgt aacttccctg 2280 
aaaaatctaa gtgtttcata aatttgagag tctgtgaccc acttaccttg catctcacag 2340 
gtagacagta tataactaac aaccaaagac tacatattgt cactgacaca cacgttataa 2400 
tcatttatca tatatataca tacatgcata cactctcaaa gcaaataatt tttcacttca 2460 
aaacagtatt gacttgtata ccttgtaatt tgaaatattt tctttgttaa aatagaatgg 2520 
tatcaataaa tagaccatta atcag 2545 



<210> 277 
<211> 98 
<212> PRT 
<213> Human 



<400> 277 



106 



Met 


Asn 


Gin 


Thr 


Ala 


He 


Leu 


He 


Cvs 


Cys Leu 


He 


Phe 


Leu 


Thr Leu 


1 








5 










10 








15 


Ser Gly 


He 


Gin 


Gly Val 


Pro 


Leu 


Ser 


Arg Thr 


Val 


Arg 


Cys 


Thr Cys 








20 










25 








30 




He 


Ser 


He 


Ser 


Asn 


Gin 


Pro 


Val 


Asn 


Pro Arg 


Ser 


Leu 


Glu 


Lys Leu 






35 










40 








45 






Glu 


He 


He 


Pro 


Ala 


Ser 


Gin 


Phe 


Cys 


Pro Arg 


Val 


Glu 


He 


He Ala 




50 










55 








60 








Thr 


Met 


Lys 


Lys 


Lys 


Gly Glu Lys Arg Cys Leu 


Asn 


Pro 


Glu 


Ser Lys 


65 










70 








75 








80 


Ala 


He 


Lys 


Asn 


Leu 


Leu 


Lys 


Ala 


Val 


Ser Lys 


Glu 


Met 


Ser 


Lys Arg 



85 90 95 



Ser Pro 



<210> 278 
<211> 1172 
<212> DNA 
<213> Human 



<400> 278 

gagacattcc tcaattgctt agacatattc tgagcctaca gcagaggaac ctccagtctc 60 

agcaccatga atcaaactgc gattctgatt tgctgcctta tctttctgac tctaagtggc 120 

attcaaggag tacctctctc tagaaccgta cgctgtacct gcatcagcat tagtaatcaa 180 

cctgttaatc caaggtcttt agaaaaactt gaaattattc ctgcaagcca attttgtcca 240 

cgtgttgaga tcattgctac aatgaaaaag aagggtgaga agagatgtct gaatccagaa 300 

tcgaaggcca tcaagaattt actgaaagca gttagcaagg aaatgtctaa aagatctcct 360 

taaaaccaga ggggagcaaa atcgatgcag tgcttccaag gatggaccac acagaggctg 420 

cctctcccat cacttcccta catggagtat atgtcaagcc ataattgttc ttagtttgca 480 

gttacactaa aaggtgacca atgatggtca ccaaatcagc tgctactact cctgtaggaa 540 

ggttaatgtt catcatccta agctattcag taataactct accctggcac tataatgtaa 600 

gctctactga ggtgctatgt tcttagtgga tgttctgacc ctgcttcaaa tatttccctc 660 

acctttccca tcttccaagg gtactaagga atctttctgc tttggggttt atcagaattc 720 

tcagaatctc aaataactaa aaggtatgca atcaaatctg ctttttaaag aatgctcttt 780 

acttcatgga cttccactgc catcctccca aggggcccaa attctttcag tggctaccta 84 0 

catacaattc caaacacata caggaaggta gaaatatctg aaaatgtatg tgtaagtatt 900 

cttatttaat gaaagactgt acaaagtata agtcttagat gtatatattt cctatattgt 960 

tttcagtgta catggaataa catgtaatta agtactatgt atcaatgagt aacaggaaaa 1020 

ttttaaaaat acagatagat atatgctctg catgttacat aagataaatg tgctgaatgg 1080 

ttttcaaata aaaatgaggt actctcctgg aaatattaag aaagactatc taaatgttga 1140 

aagatcaaaa ggttaataaa gtaattataa ct 1172 



<210> 279 

<211> 166 

<212> PRT 

<213> Human 



<400> 279 
Met Lys Tyr Thr 
1 

Gly Ser Leu Gly 
20 

Asn Leu Lys Lys 
35 

Gly Thr Leu Phe 
50 



Ser Tyr He Leu 
5 

Cys Tyr Cys Gin 

Tyr Phe Asn Ala 
40 

Leu Gly He Leu 
55 



Ala Phe Gin Leu 
10 

Asp Pro Tyr Val 
25 

Gly His Ser Asp 

Lys Asn Trp Lys 
60 



Cys He Val Leu 
15 

Lys Glu Ala Glu 
30 

Val Ala Asp Asn 
45 

Glu Glu Ser Asp 
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Arg Lys 


He 


Met 


Gin 


Ser 


Gin 


He 


Val 


Ser 


Phe 


Tyr 


Phe 


Lys 


Leu 


Phe 


65 








70 










75 










80 


Lys Asn 


Phe 


Lys 


Asp 


Asp 


Gin 


Ser 


He 


Gin 


Lys 


Ser 


Val 


Glu 


Thr 


He 








85 










90 










95 




Lys Glu 


Asp 


Met 


Asn 


Val 


Lys 


Phe 


Phe 


Asn 


Ser 


Asn 


Lys 


Lys 


Lys 


Arg 






100 










105 










110 






Asp Asp 


Phe 


Glu 


Lys 


Leu 


Thr 


Asn 


Tyr 


Ser 


Val 


Thr 


Asp 


Leu 


Asn 


Val 




115 










120 










125 








Gin Arg 


Lys 


Ala 


He 


His 


Glu 


Leu 


He 


Gin 


Val 


Met 


Ala 


Glu 


Leu 


Ser 


130 










135 










140 










Pro Ala 


Ala 


Lys 


Thr 


Gly 


Lys 


Arg 


Lys 


Arg 


Ser 


Gin 


Met 


Leu 


Phe 


Gin 


145 








150 










155 










160 


Gly Arg 


Arg Ala 


Ser 


Gin 























165 



<210> 280 
<211> 1193 

<212> DNA 
<213> Human 



<400> 280 

tgaagatcag ctattagaag agaaagatca gttaagtcct ttggacctga tcagcttgat 60 

acaagaacta ctgatttcaa cttctttggc ttaattctct cggaaacgat gaaatataca 120 

agttatatct tggcttttca gctctgcatc gttttgggtt ctcttggctg ttactgccag 180 

gacccatatg taaaagaagc agaaaacctt aagaaatatt ttaatgcagg tcattcagat 240 

gtagcggata atggaactct tttcttaggc attttgaaga attggaaaga ggagagtgac 3 00 

agaaaaataa tgcagagcca aattgtctcc ttttacttca aactttttaa aaactttaaa 360 

gatgaccaga gcatccaaaa gagtgtggag accatcaagg aagacatgaa tgtcaagttt 420 

ttcaatagca acaaaaagaa acgagatgac ttcgaaaagc tgactaatta ttcggtaact 4 80 

gacttgaatg tccaacgcaa agcaatacat gaactcatcc aagtgatggc tgaactgtcg 540 

ccagcagcta aaacagggaa gcgaaaaagg agtcagatgc tgtttcaagg tcgaagagca 600 

tcccagtaat ggttgtcctg cctgcaatat ttgaatttta aatctaaatc tatttattaa 660 

tatttaacat tatttatatg gggaatatat ttttagactc atcaatcaaa taagtattta 720 

taatagcaac ttttgtgtaa tgaaaatgaa tatctattaa tatatgtatt atttataatt 780 

cctatatcct gtgactgtct cacttaatcc tttgttttct gactaattag gcaaggctat 840 

gtgattacaa ggctttatct caggggccaa ctaggcagcc aacctaagca agatcccatg 900 

ggttgtgtgt ttatttcact tgatgataca atgaacactt ataagtgaag tgatactatc 960 

cagttactgc cggtttgaaa atatgcctgc aatctgagcc agtgctttaa tggcatgtca 102 0 

gacagaactt gaatgtgtca ggtgaccctg atgaaaacat agcatctcag gagatttcat 1080 

gcctggtgct tccaaatatt gttgacaact gtgactgtac ccaaatggaa agtaactcat 1140 

ttgttaaaat tatcaatatc taatatatat gaataaagtg taagttcaca act 1193 



<210> 281 
<211> 34 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 281 

gcggaatcat gggcaccaat gatgctgaag actg 34 

<210> 282 
<211> 34 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 282 

gcgggatcct taactgctgc ggcgcttcat cttg 

<210> 283 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 283 

gccgaattca ccccagtagt gagaaagggt cgctg 

<210> 284 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 284 

cgcggatcct tatgtagtct tcttttgacg agaacgttg 

<210> 285 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 285 

gccgaattcg tacctctctc tagaaccgta cgctgt 

<210> 286 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 286 

gcgggatcct taaggagatc ttttagacat ttccttgcta 

<210> 287 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Primer 



<400> 287 

gcggaatcat gtgttactgc caggacccat atg 33 

<210> 288 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 288 

gcgggatcct tactgggatg ctcttcgacc ttg 33 

<210> 289 
<211> 91 
<212> PRT 
<213> Human 

<400> 289 

Met Lys Val Ser Ala Ala Ala Leu Ala Val He Leu He Ala Thr Ala 

15 10 15 

Leu Cys Ala Pro Ala Ser Ala Ser Pro Tyr Ser Ser Asp Thr Thr Pro 

20 25 30 

Cys Cys Phe Ala Tyr He Ala Arg Pro Leu Pro Arg Ala His He Lys 

35 40 45 

Glu Tyr Phe Tyr Thr Ser Gly Lys Cys Ser Asn Pro Ala Val Val Phe 

50 55 60 

Val Thr Arg Lys Asn Arg Gin Val Cys Ala Asn Pro Glu Lys Lys Trp 
65 70 75 80 

Val Arg Glu Tyr He Asn Ser Leu Glu Met Ser 
85 90 



<210> 290 
<211> 1237 
<212> DNA 
<213> Human 

<400> 290 

gctgcagagg attcctgcag aggatcaaga cagcacgtgg acctcgcaca gcctctccca 60 
caggtaccat gaaggtctcc gcggcagccc tcgctgtcat cctcattgct actgccctct 120 
gcgctcctgc atctgcctcc ccatattcct cggacaccac accctgctgc tttgcctaca 180 
ttgcccgccc actgccccgt gcccacatca aggagtattt ctacaccagt ggcaagtgct 240 
ccaacccagc agtcgtcttt gtcacccgaa agaaccgcca agtgtgtgcc aacccagaga 300 
agaaatgggt tcgggagtac atcaactctt tggagatgag ctaggatgga gagtccttga 360 
acctgaactt acacaaattt gcctgtttct gcttgctctt gtcctagctt gggaggcttc 420 
ccctcactat cctaccccac ccgctccttg aagggcccag attctaccac acagcagcag 480 
ttacaaaaac cttccccagg ctggacgtgg tggctcacgc ctgtaatccc agcactttgg 540 
gaggccaagg tgggtggatc acttgaggtc aggagttcga gaccagcctg gccaacatga 600 
tgaaacccca tctctactaa aaatacaaaa aattagccgg gcgtggtagc gggcgcctgt 660 
agtcccagct actcgggagg ctgaggcagg agaatggcgt gaacccggga ggcggagctt 720 
gcagtgagcc gagatcgcgc cactgcactc cagcctgggc gacagagcga gactccgtct 780 
caaaaaaaaa aaaaaaaaaa aaaatacaaa aattagccgg gcgtggtggc ccacgcctgt 840 



110 



aatcccagct actcgggagg ctaaggcagg aaaattgttt gaacccagga ggtggaggct 900 
gcagtgagct gagattgtgc cacttcactc cagcctgggt gacaaagtga gactccgtca 960 
caacaacaac aacaaaaagc ttccccaact aaagcctaga agagcttctg aggcgctgct 1020 
ttgtcaaaag gaagtctcta ggttctgagc tctggctttg ccttggcttt gccagggctc 1080 
tgtgaccagg aaggaagtca gcatgcctct agaggcaagg aggggaggaa cactgcactc 1140 
ttaagcttcc gccgtctcaa cccctcacag gagcttactg gcaaacatga aaaatcggct 1200 
taccattaaa gttctcaatg caaccataaa aaaaaaa 1237 

<210> 291 
<211> 33 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 291 

cgcggatccg tgcagtcctg ctccgcctac ggc 

<210> 292 
<211> 39 
<212> DNA 

<213> Artificial Sequence 



33 



<220> 

<223> Primer 

<400> 292 

ccgaattctt atgctggtac ttcaactatt tcaaagtag 39 
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